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100811

BO1.001.001 .IJII}IT

PHEM {OCMOTD, XOHCYTETALMA) -uy'u.upa-fmumrma n&pimr-ﬂ
JA0-HAA KOHCYNETAUNA 2 550
010245 BO1.001.000.086  |Mpwes (0CMOTD, KOHCYMLTALUNA) -20U8 PA-TAHEK0N0T NEPEW-HLE
J204HAA KOHCYINBTAUMRA, CREUMANKCT N0 TAI0ELEM SACIDYHEL M5 2 550
010203 BO1.001.002.13 Mpven (OCAOTD, KOHCYNBTALAA) -A0YWIEDA-TWHEKONOTA NOBTOPHEM
JAOHHAR KOMCYNETALINA 2 550
D10248 B01.001.002 022 Mpress (OCMOTE, KOHCYETILMARA) -30YILEPA-THHEKDNOIE NOBTORHEIR
J30UHIA KOHCYNETALPAR, CNEUMANCT MO TAIDELIM JMCIVHELRSM 2 550
010271 BO1.00% 001 03 Mpess (0CMOTE, KOHCYNETAUAR] -SXyePA-TMHEKDNONE MEPaU-HaR
J30YHAR KOHCYNETALEAR, AETCHIA MHHEKGN0N 2 550
DI02T3 B01.007.007.0£4
Mt (OCMOTD, KOHCYNBTALAR) -AKLEDa-THHEKDNOME NEDBTHEA
Ja0.HAR KOMCYIETALIAR, JETCHOMA MEHEEONOT, K0 M/ A0USHTIBE TVILAA CReyranscT 3 000
010272 B01.001.002.037 Mipse M (OCIOTD. KOHCYNBTALWA) -AKYILERA-THHEXDNOMA NDBTODHAR
3304430 KOHCYMBTALAR, J@TCHAA MAHeEDNor 2 550
010274 B01.001.002.038

Mpesera (SCMOTP, ROHCYNETALMA) -AKYILE A-NSE N0 NOATODHRRA
Jaosas Ko

Muenie apaie

hTALMA, AETCRNA MAHEKOION, K. HJA'I:'LHHTI'IER Wi CTIELMANWCT

3 000

A011101

DR MO E IR B L

Mpwem (ocomoTp, nul-u:l_.mbmqm:l -.al-_.nmpa-rmumnm TEpBMYEEa

Mrenwe Bpaqa acyliepa-rMHeKDnora 2 550
100812 BO1.001.002003  |Mpwem (00MOTD, KOHCYNBTALMA) -2KyLIEDE-THHEKONO0NE NOSTORHAR

MEHWE Bpada acyLepa-TMHEKDNOTE 2 550
010243 BO1.001.001.028

Mpwiens {0CMOTD, KOMCYTBTALAA) -3EIIE DA-TMMERDNOTE NEPEWHEIA

IAroHiee BPaYS ACYWEDA-TUHEXONONE, CNEUMANKETA MO TAI0BLIM 1KCHYHKLINAM 2 550
010244 BO1.001.002 021

Mipiieas (OCIADTER, KOHCYTIETALME] -2EyILEDA-NEHEKONOrE NROATORHBA

Idreiae BPAYA AKyLSPA-TUREEDNRONE, CNELMANHCTE N0 TAI0BLIM [ MG YHELINAM 2 550
010277 BO1.001.007 047 Ty (SCRABTH, KOHCYTIBTALMA] -BELEDR-TIEHEK0OMNOTE NEpar-Han

Ilreaiian AETCKOD MAMEKONATA 2 550
010278 B01.001.002.041 [Mpten (OCM0TD, KOHCYNETALMA) -3KALEDA-THHEKONOIE NOBETOHHERA

Humm ABTCKOND TMHEKBNTTE

Axys! KoMCY Nt TaLma a:ymepi FMHEXDNOrE 1 ¥ 341 upram-n MAN0Na Ta3a

AD10102 Sigian! KoMCY Nk TAUMA SI0YWSDa-rMHexonora nocne ¥3M Mmanors cpoca

fepeserHoCTH 2 100
010101 B01.001.001 MpHen (CCMOTD. KOHCYNETAUMA ) BPEYE-SKYILE PE-THEKONOTS NEPERIHBE 2 550
010103 BO1.001.001.3 Mpwen (GCMOTD. KOHCYNsTALMA) DPAYS-AKYLLEPE-THHEKDNON NEDEN-HER

AL HL S OUSHTIBEOYLLWA CREWEMCT 3000
(010241 BO1.001.001.027 Mpeiene (DCUOTP, KOKCYNBTALIA) -BRYLUSLE-THHEKDNOMA NAPEIYHLIA

CReunanwcT No TAI0BLIM QWG gyl 2 550
1024y BOT.001.001.030

Mpsiane (OCMDTR, KOKMCYTILTALRRA] ~BEyLLIS DS -MdHaineRosa Iepleusiun

CReunanicT No TAI0BLM QACEyHKLIEAM, KA H/BOUEHT/ B2 YIWMA CEeURanscT 3 000
010102 B01.001 002 Mpstens (0CMOT, KOKCYMLTALIA) BPA4E-SRYLUEDA-THHERONOTE MOBTODHEA 2 550
010104 B801.001.002.3 Npuen (0CMOTR, KOHCYILTALMA) BPAME- SKYLLIEDA-TISHEKONOTE NOBTODHA

£.M.H LOUEHTIBERYLMA CNEUHINKCT 3000
010242 B0 ,001 002.020 Mpkes (0CMOTR, KOMCYETALNA) -SEYLLGPI-NEHER0NONE NOBTODHLA

CRELMANKET NG TEI0EEIM ANCEYHELIAM 2 550
010248 801.001 002.023

Mpuen (GCMOTD, KEHCYNETALARA) -AXYILERA-FEHERONORE NOETOPHEILA

CREUMANCT NO TAIGALIN ANCEHVHELARM, KM A0UEHT BELYILHE CIELAENMCT 3 DO0|
010131 BO1.001 004 Mpen (CMOTP. HOHCYNETALUMA) BPa4E-SKYLLE BA-THHEKONOTE GepeMEHHDR

MCPD M 2 5501
010132 B01.001 005 MipWen (GCMOTD, KOHCYNETELMA) BREYE-SKYLEDE-TMHERIN0rE GepeueHon

MOBTOPHEIR 2 5501
010265 B01.001.001.040 TMipHen {GCMOTD, KOHCYNSTALMA) -BRYILSPA-TUHEKDNROM NePRUUHAR

[eTermia rHekonos 2 550}



Stamp


03

03/1

03/1/3
030314

B01.053.001.007

010267 B01.001.001.041 Mprem (ocMoTp, KOHCYNbTaUmMsl) -akyLlepa-ruHekosnora nepBmMyHas

[eTcknn ruHekonor, K.M.H./goueHT/BeayLwmnn cneunanuct 3000
010266 B01.001.002.034 [Mpuem (ocMOTp, KOHCYNbTaUMs) -aKyLlepa-ruHekonora NnoBTOpHas

JeTtckuin ruHekonor 2 550
010268 B01.001.002.035 Mprnem (ocmoTp, KOHCYNbTaUUS) -aKyLlepa-rmHekornora noBTopHas

[eTckui rmHekonor, K.M.H./A0UEeHT/BeAYLLNMIN cneumanuct 3000
010135 B01.001.002.2 Mprem (ocMOoTp, KOHCYNbTaUmMsl) -akyLLepa-rmHekosiora NOBTOPHbI

Kpatkas 1500
010222 B01.001.001.001 [Mpuem (ocMOoTp, KOHCYNbTaUKMs) -akyLlepa-ruHekonora nepBmMyHas

MpenBapuTenbHasa KOHCYNbTaAUMA akyllepa-rmHekornora no Be4eHno

6epeMeHHOCTH
010223 B01.001.001.002 [Mprem (ocMOoTp, KOHCYNbTaUMs) -akyLlepa-ruHekonora nepBmMyHas

MpenBapuTenbHasa KOHCYNbTaAUMA akyllepa-rmHekornora no Be4eHno

6epeMeHHOCTH, K.M.H./AOLEHT/BEeAYLLNIN cneumanmct
130165 A13.30.005.001 MNMogrotoBka 6epemeHHbIX K pogam NMpoBeaeHue NekumMm aHeCTe3nonorom

"Poabl 6e3 6onn" 1 500
010179 B04.001.003 LLkona ans 6epemMeHHbIX 1 000
010161 A11.20.041 BBeneHune akywepckoro pasrpyxaroLiero nogaep>KuearoLero KonbLa

(neccapwus) 1650
010143 A11.20.014 BeedeHvie BHYTPMMATOYHON cnvpanm 2 400
010159 A11.01.012 BBefeHMe UCKYCCTBEHHbIX MMMIAHTATOB B MAMKME TKaHu 4 700
010181 A16.20.020 [JpeHnpoBaHue abcLecca >KeHCKMX MonoBbIX OpraHoB 15 800
010137 A11.20.005 Mony4yeHne BnaranuiHOro Maska 650
010166 A11.01.016.1 [Mony4yeHne maska-oTrnevaTka C NOBEPXHOCTUN KOXN

3a60 UMTONOrM4eckoro Maska C ByJbBbl 550
010170 A08.20.020.001 YKMOKOCTHOE LIMTOMOrM4Yeckoe UCcCreqoBaHme Mukponpenapara ByrbBbl 650
010165 A11.20.042 3BneyeHne akyLLIepCcKoro pasrpyatoLlero noaaepxmsatoLLero KonbLua

(neccapwus) 1650
010162 A05.30.001 KapavnoTokorpadust 2000
010163 A05.30.001.1 Kapguotokorpadus nnoga

[JBOWHSA 2 850
010138 A03.20.001 Konbnockonus 3000
010147 A11.20.003 Buorncus TkaHen maTku 3150
010172 A11.20.040 Buoncus BynbBbI 3 000
010183 A14.20.002 BeeneHune, n3pnevyeHune srnaranmiHOro nogaepKuBaroLLero Konbsua

(neccapwus) 8 500
010182 A11.20.014.2 BBeneHne BHyTpuUMaTo4yHOW crnivpanu

KannuHa 13 000
010144 A11.20.014.1 BBegeHne BHyTprmMaTo4HOM cnvpanu

MwupeHa 19 000
010175 A11.01.002.001 MNoakoxHoe BBeOEHNE NEeKapCTBEHHbIX NpenapaToB

MmnnaHoH 18 000
010158 A11.20.011.002.1 Buvoncua wenkn maTkm pagnoBosiIHOBast KOHYCOBUAHASA

2 KaTteropusi CIioXKHOCTH 13 600
010157 A11.20.011.002 Buoncua wenkn maTkm pagnoBosiHOBasi KOHYCOBUAHAs

1 kaTeropus CnoXHoOCTH 11 850
010155 A11.20.011.001.1 Buoncus wernkn maTkm pagmoBosiHOBas

1 kaTeropusi CNoXHOCTU 4 700
010156 A11.20.011.001.2 Buoncua wenkn maTkm pagnoBosniHoBas

2 KaTteropusi CIioXKHOCTH 7 900
010185 A16.01.017.001.12 |YoaneHue oobpokadyeCTBEHHbIX HOBOOOPA30BaHMI KOXN METOOOM

3neKTpokoarynsumm

rmHekonorusa, 1 anemeHTt 2400
010140 A16.01.017.001.1 YnaneHne gobpokayecTBeHHbIX HOBOOOpa3oBaHMN KOXXWU METOLOM

aneKTpokoarynsumm

rTMHEKOS10rus, 2-5 3NeMEHTOB BKITHOYUTESTbHO 3 400
010141 A16.01.017.001.2 |YoaneHue oobpokavyeCTBEHHbIX HOBOOOPA30BaHMI KOXN METOOOM

3neKTpokoarynsumm

r’MHekonorusi, bonee 5 aNemMeHToB 5 650
010215 A01.20.002.2 BusyanbHbIi OCMOTP HapyXHbIX NOMOBbLIX OPraHoB

TECT Ha noAgTeKaHWe OKONONIOAHbIX Bog (AMHNOTECT) 1250
010145 A11.20.015 YnaneHue BHyTPMMAaTOYHON cnvpanm 2 850
010160 A16.30.026 YpaneHve uMmnnaHTa, TpaHcnnaHTara 9 450
010149 A01.20.002.1 BusyanbHbIn OCMOTP HapyXHbIX NOMOBbLIX OPraHoB

TECT ANs1 AMarHOCTUKN NpexgeBpeMEHHbIX pogoB 1400
010150 A03.20.003.002 KoHTpacTHasi 9Xor1cTepocanbnHIrocKonus 6 500
01/4 lIpoepaMmMbI u akyuu
010167 B03.001.005 KomnnekcHas ycnyra no MeamkaMeHTO3HOMY NMpepbiBaHni0 6epeMEeHHOCTH 12 000
1011101 Mporpamma "MMHEKONOr- HUYEro NULLHEro" 8 900

Amb6ynamopHasi yposiozusi, aHOpoJsio2us
KoHcynbmayuu yposioza

3aoyHble KOHCynbmMayuu

Mpuem (0CMOTP, KOHCYNbTaUuUs) yporiora- NepBUYHbIN

[3a04YHadA KOHCynbrauunsa

2 550|




[030315

03/1/2
03/11

03/2
03/2/3

[B01.053.002.010

Mpuem (0CMOTP, KOHCYNbTaUMsA) yporora- NOBTOPHbI

3a04Has KOHCcynbTaums
MHeHue epay4a

OyHble KOHCynbmMayuu
KoHcynbmauuu yposnoza-aHopoJsioza
3aoyHble KOHCynbmMayuu

2 550

030307 B01.053.001.006 Mpuem (oCcMOTP, KOHCYNbTaUUd) yporora- NepBUYHbIN
3a04Hasi KOHCybTaLmMs yposiora-aHaponora 2 550
030308 B01.053.002.009 Mprem (oCcMOoTp, KOHCYNbTaUms) yponora- NoOBTOPHbIN

3a04HaA KOHCynbrauua yponora-aHgponora

2 550

03/2/2 MHeHue spaya
100857 B01.053.001.018 [Mprem (ocMOoTp, KOHCYNbTaUmMs) -yporora NepBUYHbIN

MHeHue Bpa4va-yponora-aHgposiora 2 300
100858 B01.053.002.017 Mpuem (ocMOTp, KOHCYNbTaUus) -yporiora NOBTOPHbIN

MHeHWe Bpa4va-yponora-aHgposiora 2 300
100887 B01.053.001.019 [Mprem (ocMoTp, KOHCYNbTaUmMs) -yporiora NepBUYHbLIN

MHeHue Bpadya-yponora-aHapornora, K.M.H./goLueHT/BeayLmnin cneunanuct 2 550
100888 B01.053.002.018 Mpuem (ocMoTp, KOHCYNbTaUKMs) -yporiora NOBTOPHbLIN

MHeHue Bpaya-yponora-aHaponora, K.M.H./JoLeHT/BeayLmin cneunanuct 2 550
03/2/1 OyHble KOHCynbmMayuu
030103 B01.053.001.002  |KoHcynktaums yponora-aHapornora nepsuyHas 2 550
030301 B01.053.001.008 KoHcynbTraums yponora-aHgporiora nepBryHas, K.M.H./aoueHT/BegyLumi

cneunanuct 2 850
030111 B01.053.002.002  |KoHcynkTaums yponora-aHapornora nosTopHas 2 550
030302 B01.053.002.006 KoHcynbTaums yponora-aHaporora NoBTOpHas, K.M.H./AoueHT/BeayLmmn

cneunanuct 2 850

03/3 Marnunynsyuu

030121 A11.21.004 C6op cekpera NpocTaThbl 1700
030127 A16.28.072.001 3amMeHa UMCTOCTOMMYECKOrO ApeHaxa 4150
030124 A11.28.008 NHCTMNNAUMS MOYEBOro ny3bips 1050
030126 A11.28.009 NHCTUNNSumMs ypetpbl 1650
030145 A11.21.006 NHBbeKUMs B NOMOBOM YreH 1650
030130 A11.28.007 KaTeTepu3aaumsi MOYEBOro ny3bips 1800
030122 A11.28.006.001 Mony4yeHne cockoba 13 ypeTpbl 550
030120 A01.19.004 TpaHcpekTanbHoe nanbLeBoe nccnegosaHve 1050
030143 A16.01.001 YaaneHne NnoBEPXHOCTHO PacnosioXXEeHHOro MHOPOAHOro Tena

1 kaTeropum CNoXXHocCTu 33 100
030309 A16.01.001.1 YnarneHve NnoBEPXHOCTHO PaCnoSIOXXEHHOIO MHOPOAHOro Tena

2 KaTeropuun CroxHocTu 39 700

03/4 lIpoepaMmMbI u akyuu
13 AHecme3uousioaus
13/2 KoHcynbmauyuu aHecme3uoJsioza
13/2/3 3ao4yHble KOHCYIbMayuu
13/2/2 MHeHue epaya
13/211 Ou4Hble KOHcynbmauyuu
130163 B01.003.001.005 OcmoTp (KOHCYnbTaumsi) BpadyoM-aHeCcTe3MOorIoroM-peaHnmMaTornorom

NEpPBUYHbBIV K.M.H./AOLEHT/BEAYLLMIN CneumanucTt 3 000
130112 B01.003.001 OcmoTp (KOHCynbTaums) Bpa4oM-aHeCTEe310N0roM-peaHnmMaToniorom

neEBVNHbu?l 1 550
130101 B01.003.004.2 AHecTesnonornyeckoe nocobume (Bknyasa paHHee nocrneonepaumoHHoe

BEOEHMNE NMpU 3HOOCKOMUYECKNX NCCIIeA0BaHUAX) — BHYTPUMBEHHbIV HAPKO3 C

nponodponom (6onee 30 12 550
140157 B01.003.004.004.1 |AnnnukaumoHHas aHecTe3ns 600
130136 B01.003.004.009.4 |BHyTpvBeHHasi aHecTesusi npu TBI1 9 450
130107 B01.003.004.010  |KoM6WHMpOBaHHbI 3HAOTpaxearnbHbIA HapKo3 13 300
130108 B01.003.004.010.1 |KomMBuHUpOBaHHbIN aHAOTpaxeanbHbI HAPKO3 (2-01 Yac 1 Kaxabli

nocneayLmnmn) 11 300
130109 B01.003.004.009.00BHyTprBEHHAA aHanre3us

cegaums go 30 MUHYT 5000
130110 B01.003.004.009.001BHyTprBEHHAA aHanre3uns

cegaumsa o 60 MUHyT 8 000
130134 B01.003.004.001 MecTHas aHecTe3ns 1 500
130119 B01.003.004.011 CoueTaHHas aHecTeauns (1 yac) 13 300
130120 B01.003.004.011.1 |CoueraHHas aHecTeauns (2 1 Kaxablii NocneayoLmnin) 11 300
130131 B01.003.004.009.3 |ToTtanbHas BHyTpMBEeHHasi aHecTe3na (4o 30 MUHYT, BKIlO4aa OCMOTP Bpaya-

aHecTesaunornora ansa masbix onepauun 10 700

16
12

12/1
12/1/1

BakuuHauyusi

racmposaHmepoJsio2usi, NPoKmMoJsio2usi
Facmposnmeposnozusi
KoHcynbmayuu 2zacmpoaHmeporsio2a




12/1/1/3 3ao4yHble KOHCcynbmMauyuu

120179 B01.004.001.5 [Mprem (oCMOTp, KOHCYNbTaUKS) -racTPO3HTEPONIOra NePBUYHbIN

3ao4Has KoHcynsTauns 2 800
120226 B01.004.001.10 [Mprem (0CMOTp, KOHCYNbTAUMS) -racTPOIHTEPOOra NEPBUYHbIN

3ao4yHasi KOHCynbTaums, K.M.H./0OLEHT/BeAyLmMIA cneumannct 3 300
120180 B01.004.002.5 Mprnem (oCcMOTpP, KOHCYNbTaUUS) -racTpoaHTEPOIora NOBTOPHbIN

3aoyHaga KoHCynbTaums 2800
120227 B01.004.002.8 [Mprem (oCMOTp, KOHCYNbTaUMs) -racTPO3HTEPOrIOra NOBTOPHLIN

3aoyHasi KoHcynbsTaums, K.M.H./JoueHT/BeayLwmin cneymuanunuct 3 300
100801 B01.004.001.007 [Mprem (oCMOTp, KOHCYNbTaUKMs) -racTPOIHTEPONOra NePBUYHbIN

MHeHue Bpa4a-ractpoaHTeporiora 2 800
100802 B01.004.002.005 Mpuem (oCMOTP, KOHCYNbTaUUA) -racTPO3HTEPOsiora NOBTOPHbIN

MHeHWe Bpava-ractpoaHTeporora 2 800
100866 B01.004.001.008 [Mpuem (oCcMOTp, KOHCYNbTAUKWS) -racTPO3HTEPOrIora NepPBUYHbLIN

MHeHVe Bpaya-racTpodHTeposnora, K.M.H./A0OUEeHT/BeAyLLNN cneunanuct 3 300
100867 B01.004.002.007 [Mprem (oCMOTp, KOHCYNbTaUKMs) -racTPO3HTEPOIora NOBTOPHbLIN

MHeHne Bpaya-racTpodHTEPOSora, K.M.H./AOUEHT/BEAYLLNN cneunanmct 3 300
120107 B01.004.001 Mpuem (0CMOTP, KOHCYMLTaLMs) -racTPOSHTEPONora NepBrUYHbLIN 2 800
120108 B01.004.002 Mpuem (OCMOTP, KOHCYMbTaLUWSA) -raCTPOIHTEPOIIOra NOBTOPHbIN 2800
120114 B01.004.001.4 Mpuem (0CMOTP, KOHCYNbTaAUUSA) -racTPO3HTEPOriora NePBUYHbIN

K.M.H./goueHT/BegyLimn cneunanuct 3300
120115 B01.004.002.4 Mprem (oCMOTp, KOHCYNbTaUMs) -racTPO3HTEPOrIora NOBTOPHLIN

K.M.H./goueHT/BeayLimn cneumanuct 3 300
120104 A03.18.001.001 B1aeoKonoHOCKONMS 7 000
120105 BugeokonoHockonus ¢ cegaumnen 13 000
120191 A16.30.074.001 KnunupoBaHue KpoBOTOYaLLEro cocyaa 3HO0CKONUYecKoe

[MpmeHeHne 3HAOCKONMYECKOW KNUNChI 1 500
120116 A03.19.004 PekTocurmonaockonus 3500
120119 A03.16.001 Q3oparoracTpoayoaeHoCKonus 4100
120120 Q30haroracTpoayoaeHOCKONUA U BUAEOKONOHOCKOMNUSAC ceaaLment 16 100
120121 .

O30charoracTpoayogeHoCKonusa ¢ cegaumen 9100
120244 A03.08.003 Q3ocparockonus 1 500
120124 A11.16.002.1 Buoncua xenygka ¢ NOMOLLBIO 3HAOCKONUK

Broncus 13 NULLEBOAAKENYAKA/TONCTON KULLIKU 1 500
120129 A16.18.019.001.2 |YpaneHwe nonuna TONCTOM KULLKM 3HOO0CKOMUYecKoe

NoNMNaKToMMSA "xonogHbiM cnocobom" go 10 WwT. 13 000
120130 A16.18.019.001.3 YaaneHue nonuna TonCTOM KULLIKKM 3HO0CKOMMYecKkoe

NONMNAKTOMUSA "XONOAHBbIM cnocobom” Ao 3 LWT. 7 000
120131 A16.18.019.001.4 |YpaneHwe nonuna TONCTOM KULLKX 3HOOCKOMUYEeCcKoe

NONMNAKTOMMUSA "X0nogHbIM cnocobom” [o 6 WT. 10 000
120126 A11.16.002.3 Buoncus xenygka ¢ NOMOLLbK 3HAOCKONUK

Acnpecc-tect Helicobacter pylori 1 550
12/2 lMpokmosnozausi
12/2/1 KoHcynbmayuu npokmousio2a
12/2/1/3 3ao4yHble KOHCYynbmMauyuu
12/2/1/2 MHeHue epay4a
12/2111 OyHble KOHCYynbMayuu
120133 B01.018.001 Mpriem (OCMOTp, KOHCYNLTALWS) -KOMTOMPOKTOMNOra NEPBUYHbIN
120134 B01.018.002 Mpuem (0OCMOTP, KOHCYNLTaLWs) -KOMOMNPOKTONora NOBTOPHbIN
12/2/2 Manunynsyuu
12/2/3 Onepayuu
23 remamounoeus
23/1 KoHcynbmauyuu eemamosoza
231113 3ao4yHble KOHCYyIbMayuu
100182 B01.005.001.2 Mprem (ocMoTp, KOHCYNbTaUmMs) Bpada-remaTosniora nepBUYHbIN

3a04Has KOHCyNbTaums 2 300
100359 B01.005.001.003 [Mpuem (ocMoTp, KOHCYNbTaUMs) Bpada-remaTosiora nepBuUYHbIN

3a04Hasi KOHCynbTaUmMs, 4.M.H./rmaBHbIA Ccneunannuct/pykoBoanTenb

oTAeneHus 10 000
100184 B01.005.001.3 Mprnem (ocMOTp, KOHCYNbTaLMs) Bpada-remaTtosiora nepBuUYHbIN

3a04Hasi KOHCYNbTaUMs, K.M.H./goUeHT/BegyLuni cneumnanuct 2900
100183 B01.005.002.2 [Mprem (ocMoTp, KOHCYNbTaUKMs) Bpaya-remaTtosiora noBTOPHbIN

3a04Has KOHCybTaums 2 300
100360 B01.005.002.002 lMpuem (ocMOTp, KOHCYNbTaUKUs) Bpada-remMaTtornora noBTOPHbIV

3a04Hasi KOHCynbTaLUms, 4.M.H./rmaBHbIA cneunanucT/pykoBoanTerb

OoTAeneHus 8 000
100185 B01.005.002.3 lMprem (ocMOoTp, KOHCYNbTaUmMs) Bpada-remaTtonora noOBTOPHbIN

3ao04YHas KoHcynbTauus, K.M.H./goueHT/Beaywmn cneumnanmct 2 900
23/1/2 MHeHue epaya



100889 B01.005.001.006 [Mprem (oCcMOTp, KOHCYNbTaUmMs) -remaTonora NepBUYHbIN

MHeHWe Bpava-remaronora, K.M.H./AOLEeHT/BeayLmi cneumanmnct 2 320
100890 B01.005.002.005 [Mpuem (ocMOoTp, KOHCYNbTaUmMs) -remMaTonora NoBTOPHbIN

MHeHune Bpada-remaronora, K.M.H./JOUeHT/BeayLwmi cneymannct 2 320
100115 B01.005.001 KoHcynbTaums remartonora nepsuyHas 1950
100116 B01.005.002 KoHcynbTaums remartornora noBTopHas 1 950
9500 NeHemuyeckue uccnedoeaHusi
K931819 Medukan NeHomukc
Ao -1.1 B03.045.035 BbIAEJIEHVE OHK N3 HECTAHOAPTHOIO OEBEKTA 1 TUTA 6 250
A-2.20 Hon. yyacTHuk k uccnegosaxdmio JOPOOOBOE OMNPEOENTEHUNE

OTUOBCTBA(HecTaHgapT) 42 000
A-2.19 Hon. yyacTtHuk Kk nccnegosanuto JOPOOOBOE OINPELENEHUE

OTUOBCTBA(cTaHgapT) 21 000
MI000343 3abop matepmana (6ykanbHbI COCKOD) U NOArOTOBKA KOMMMEKT 4OKYMEHTOB

ansa cyaebHomn akcnepTum3abl 5650
P-5 A 08.30.025 ViccrnenoBaHne MonekynsapHoOro kapuoTuna matepuana Hepa3smuBatoLencs

6epemeHHocTn metogom NGS

( ot 10 pabo4mx) gHewn 20 350
A1.1 B03.045.031 NCCNEQOBAHNE HA OTUOBCTBO/MATEPUHCTBO (AY3T), 25

MapkepoB. CTaHOapTHOe 3aknoyeHne.2 ydacTHuka: 1 npegnonaraemblii

poautens, 1 pebeHok 10 550
A-2.9 B03.045.038 NCCNEQOBAHNE HA POACTBO "YHMBEPCAJIbHOE" pa3sepHyToe

3aknyeHve 19 250
A-2.1 B03.045.038 NCCNEOQOBAHNE HA POLACTBO «YHMBEPCAJIbHOE»y4acTHuka:

onpenensieTcs poAcTBO (He Aanee 3 cTeneHu poAacTBa) Mexay
AenyLkon/6abyLuKon - BHYKOM/BHYYKOWN, pOAHBIM(-01) asaen/Teten -
NNeMaHHUKOM/NNeMSHHULEN (aBYHKYNSPHbLIA TECT), POAHLIMU/CBOOHBLIMU

OpaTtbsiMu/cecTpamu (NOHO- U NONYCUBNIUHIOBBLIN), BIN3HELIOBLIN TECT. 16 950
A-1.3 B03.045.026 MCCNEOOBAHME HA POOCTBO B OTHOLUEHWW CYMPY>XECKOWN

MAPbI, 25 mapkepoB.CTtaHgapTHoe 3akrtodeHne(3 yyacTHuKa:

npegnonaraeMas Matb, Npegnosniaraembin otel, pebeHok) 15750
C-94 A27.05.065 Kapbep-CKPUHUHT Ha HOCUTENbCTBO MOHOMEHHbIX 3abonesaHuii "OnTrma" 62 900
C-9.5 A27.05.065.001 Kapbep-CKPUHUHT Ha HOCUTENbCTBO MOHOMEHHbIX 3abonesaxHuii "OnTuma2" 116 400
C-9.6 A27.05.066 Kapbep-CKPUHWUHI Ha HOCUTENbCTBO MOHOTEHHbIX 3abonesaHuin "Mpemuym" 79 000
C-9.7 A27.05.066.001 Kapbep-CKPUHWUHI Ha HOCUTENbCTBO MOHOTEHHbIX 3abonesaHui "Mpemuym2" 147 200
C-9.2 A27.05.063 Kapbep-CKpUHMHI Ha HOCUTENbLCTBO Hanbornee pacnpoCTpaHEHHbIX

MOHOreHHbIX 3abonesaHun "CrtaHgapt" 28 500
C-9.3 A27.05.063.001 Kapbep-CKpUHMHI Ha HOCUTENbLCTBO Hanbonee pacnpoCTpaHEeHHbIX

MOHOreHHbIX 3abonesaHun "CtaHgapt2" 52 200
A-2.18 HEVHBA3MBHOE (0OPOOOBOE) OMNMPEAEJIEHME OTLIOBCTBA ¢ 9

Hepenb

ogHonnogHon 6epeMeHHOCTU (CTaHgapTHbIM obpasel, OT MaTepy — BeHO3Hast

KpOBb,

HecTaHOapTHbIM obpasey, oT oTua) 83 400
A-2.17 HEWHBA3MBHOE (0OPOOOBOE) OMNMPEAEJIEHME OTLIOBCTBA ¢ 9

Hegernb 04HOMNO4HON 6epeMeHHOCTI/I (CTaH,D,apTHbIe o6pa3ub| oT pon,vlTeneﬁ

— BEHO3Has KpOBbi 62 400

C-84 A27.20.001 HEVHBA3VBHbIV MPEHATAINbHbLIN TECT MGIEASY EXTRA Ha Bce
Xpomocomsbl + aHeynnongum (CnHapom TepHepa, cMHAPOM
KnanHdpenstepa, Tpucomusa X, CuHapom Akobea, CuHgpom XXVYY) +
onpegerneHue nona 42 500
C-8 A27.20.001 HEMHBA3WBHbIN MPEHATAJIbHbLIN TECT MGIEASY Ha onpeneneHue
Hanuynsg y nnoga Tpucomuu no 21 (cungpom fayHa) + onpegeneHune nona 21750
C-8.1 A27.20.001 HEWHBA3VBHbIV NMPEHATAIbHbLIA TECT MGIEASY Ha onpegeneHue
Hanuums y nnoga Tpucomum no 21, 13 n 18 xpomocome (cuHgpombl layHa,
Matay, 3aBapaca) + onpegeneHve nona 27 300
C-8.2 A27.20.001 HEVHBA3VBHbIV MPEHATAINBbHBLIN TECT MGIEASY Ha onpeaeneHue
Hanunuua y nnoga Tpucomum no 21, 13 n 18 xpomocome (cnHapombl JayHa,
MaTay, OaBapaca) +aHeynnovaun (Cungpom TepHepa, cMHAPOM
KnanHdensrepa, Tpucomuna X) + onpegeneHune nona 32 100
C-8.3 A27.20.001 HEWHBA3VBHbIV NMPEHATAIbHbLIA TECT MGIEASY Ha onpegeneHue
Hanuunsa y nnoga Tpucomum no 22, 21, 18, 16, 13 n 9 xpomocome +
aHeynnovamn (Cungpom TepHepa, cuHgpom KnanHdgensrepa, Tpucomus X)
+ onpegenexHve nona 37 600
C-74 A27.20.001 HEVHBAS3VBHbIV MPEHATAINBbHLIN TECT VERAgene Ha onpegenexve
Hanuuusa y nnoga Tpucomum no 21, 13 n 18 xpomocome (cmHapombl [layHa,
MaTay, OaBapaca)+MoHoreHHble 3aboneBaHua+mMukpogeneunn(noTepm
y4acTKOB XPOMOCOM)+ aHeynnoMann nosioBbiX XpoMocoMm X,Y+onpeaeneHue

nona -8 PAB.JHEN 59 070
C-8.5 CKPVHVHTI Ha HOCUTENbLCTBO reHeTnyecknx 3abonesaHun ( Kapbep CKPUHWUHT)

-1 YyenoBek 44 200
C-8.6 CKPVHMHTI HAa HOCUTENbLCTBO reHeTnYecknx 3abonesaHnn ( Kapbep CKPUHWUHT)

-2-X yernosek 88 400




C-11 A27.20.001 OnpegeneHnuve nona nnoga ¢ 9-on Heagenn 6epeMeHHOCTU Npy AOCTaBKU B

TedeHun 48 yacoB 9 750
C-1.2 A27.20.001 OMPEJENEHNE MONA NNOOA 9KCMEPTHbLIV 99% 12 450
C2 OnpepgeneHune pesyc dakTopa nroga no KpoBuM Matepu B Te4eHUN KpoBu 48

4Yacos 10 200
C2.2 Onpegenenune pesyc gakropa nioga no KpoBM Matepu B Te4eHun 7 AHEN 12 450
A-2.21 OueHka NpUrogHoOCTN HeCcTaHA4ApPTHOro MaTepmnana ansi NPoBeAeHUs

nccnegosanua JOPOOOBOE OIMNPEOEJIEHVME OTUOBCTBA 33 800
P-8 A10.20.001.002.004 |N'T M MOHOrEHHOro ceMenHoro 3abonesaHuns,1 aM6puoH 27 000
P-7 A10.20.001.002.001 |T M MOHOTIEHHbIE 3AEONNEBAHUA (oaHo 3a6onesaHve B ceMbe) 78 650
P-6 A 10.20.001.002 MNI'T peayc dakTop aMBpuoHa - 3a 1 aMEPUOH 21200
P-10 B03.006.001 MonHoe cekBeHMpoBaHMe aK30Ma 84 750
P-11. A10.20.001.001 [MpeMMnnaHTauMoHHOE reHeTUYecKoe TeCTUpPOBaHUE CTPYKTYPHOM

XPOMOCOMHoOM nepectporkn metogom NGS(ans naumeHToB ¢

cbanaHcnMpoBaHHbIMU XPOMOCOMHbLIMW NEPECTPONKaMM) 34 500
P-1 A10.20.001.001 MpeMMmnnaHTauMoHHOE reHeTMYecKoe TeCTUPOBaHME Ha aHeynnonaum

meTtogom NGS( ona nauneHToB ¢ HOpMarsnbHbIM KapMOTUNOM KPOBM) NOKP 1

MJTH 34 500
P-11 B03.006.001.001 CekBeHvipoBaHue no CaHrepy (1 mytaums) 21 200
P-12 B03.006.001.002 | CekseHunposaHue no CaHrepy (2 MyTaumu) 31100
P-13 B03.006.001.003  |CekseHuposaHue no CaHrepy (3 mytaumm) 41000
A-5.2 B03.045.026 CYOEBHAA MOJIEKYNAPHO-TEHETUYECKAA SKCIMNEPTU3A HA

14

141
14/11
14/1/1/3

14/1/1/2
141111
14/1/2

OTUOBCTBO/MATEPUHCTBO(TPWO),25 mapkepos
Hepmamonozaus, kocmemousioaus
Hdepmamornozus

KoHcynbmayuu depmamoJioea

3aoyHble KOHCynbmMayuu

MHeHue epaya

OuyHble KoHcynbmauyuu

Manunynsyuu

140110 A11.30.013 Buoncus onyxonein, onyxonenogo6Hbix 06pa3oBaHuii MArKMX TKaHewn 4 000
140105 A03.01.001 OCMOTP KOXM Nof, YBENUYEHUEM (JepMaTocKonmsi) 600
140117 A16.01.023.3 WNcceuenne py6ua 1o 10 cm 6e3 ctonmocTn 06e360nBaHns 12 300
140118 A16.01.023.4 Nccevenne pybua ao 20 cm 6e3 ctoumocTi 06e36onmeaHmns 23 650
140115 A16.01.023.1 WNcceuenne py6ua 1o 3 cm 6e3 CTOMMOCTY 06e360MBaHNs 7 200
140116 A16.01.023.2 WNcceueHne py6ua 10 5 cm 6e3 CTOMMOCTY 06e360MBaHns 9 200
140143 A16.01.017.001.31 |PagnoBonHoBoe yaaneHue o06pa3oBaHuin Koxm (1 aneMeHT) 1250
140111 A16.01.017.001.5 |PaguoBonHoBoOe yganeHme o6pa3oBaHui KOXK (2-5 anemMeHToB

BKITHOMUTENBHO) 4 550
140112 A16.01.017.001.6  |PagmoBonHoBoe yaaneHue o6pasosaHun Koxu (6onee 5 anemeHToB) 7 950
140121 A16.30.032.3 YpaneHve [o6poKkayecTBEHHOro 06pasoBaHusi MArKMX TkaHen 6onee 5 cm. 14 150
140119 A16.30.032.1 YpaneHve [o6poKaYecTBEHHOro 06pasoBaHUst MATKUX TKaHen 40 3 CM. 6 350
140120 A16.30.032.2 YpaaneHne [o6poKkavyecTBeHHOro ob6pasoBaHnsa MArkMX TkaHemn ot 3-5 oM. 8 450
140113 A16.01.018.1 YaaneHne o6pasoBaHnin KOXM U MOLKOXKHO-XMPOBOWN KNETYaTKN MArKMUX

TKaHen (aTepom, NMnom, rmrpom, pnbpom) ¢ HanoKeHnem LIBOB. 1 Kar.

CINOXHOCTU 12 900
140114 A16.01.018.2 YaaneHne o6pasoBaHnin KOXM U MOLKOXKHO-XMPOBOWN KNETYaTKN MArKMX

TKaHen (aTepom, NMnom, rmrpom, pnbpom) ¢ HanoXXeHNeM LUBOB. 2 Kar.

CINOXHOCTU 17 750
140138 A16.01.017.001.26 |YpaneHue gobpokadecTBEHHbLIX HOBOOOPA30BaHNIN KOXN METOLOM

3MeKTpoKoarynauum

YoaneHue nanunnom, remaHrmom (tynosuue), 1 ea. (npu yganeHun ot 11 go

15 wr) 550
140139 A16.01.017.001.27 |YoaneHue oobpokavyeCTBEHHbIX HOBOOOPA30BaHMI KOXN METOO0M

3MeKTpoKoarynauum

YoaneHve nanunmom, remaHrnom (Tynosuile), 1eq. (npu yoganeHum ot 16 oo

30 wr) 500
140137 A16.01.017.001.25 |YpaneHne oobpokadecTBEHHbLIX HOBOOOPA30BaHWUIN KOXN METOLOM

3MeKTpoKoarynauum

YaaneHve nanvniom, remaHrmom (tTynosuile), 1 ea. (npv yaaneHum ot 5 oo

10 wt 600

14/2
14/2/1
14/2/1/3

14/2/1/2
14/2/11/1
24
24/17

Kocmemounozaus
KoHcynbmauyuu depmamousioza
3aoyHble KOHCynbmMayuu
MHeHue epaya

OuyHble KOHCynbmMmauyuu
JTabopamopHbie uccnedosaHus
AlidxeHomukc PC

214 A27.30.114 KombuHnposaHHbii Tect ENDOMETRIO: onpeneneHve ypoBHs

peuentnBHocTh (TecT ERA®), MukpobuoTtsl (Tect EMMA) 1 natoreHHown

Mukpodprnopbl aHgomeTpusa (tect ALICE) 99 500
2.1.1 A27.30.113.001 OnpeaenexHne ypoBHSA PeLienTMBHOCTY sHAoMeTpusi — TecT ERA 73 500
3.2.1.1 A27.30.130.001 MpeHaTanbHoe NoHOaK30MHOe cekseHuposaHune (WES) 50 000




rey3 KO MOHUHNAT

24/9
K93179701

MI000365 MpeHaTanbHbI GBUOXMMNYECKUIA CKPUHWUHT 1-r0 TpumecTpa 6epeMeHHOCTM Mo

cBob6.6eta -XI'4,PAPP-A 1 PLGF ¢ nporpammon pacyeta reHeTu4ecKoro

pucka XpOMOCOMHOW naTtonorum nnoga u pucka npeaknamncun ASTRAIA

lopodckol poldusnbHbIl OOM

3dpaesue
B04.014.004.029 BakunHauus BakuuHon Mlenatuta B 600
B04.014.004.052 BakuvHaLumsl BaKLMHOW XeNTon uxapagaku 1750
B04.014.004.055 BakuuHauvsi BaKUMHOWM NPOTUB KOpU 800
B04.014.004.038 BakuuHauvsi BaKUMHOWM NPOTUB KPacHyXu 800
B04.014.004.061 BakunHauunsa

o1 rpunna (Pno-M TETPA) 1200
B04.014.004.035 BakumHauusi npenapatoMm Agacenb 3300
B04.014.004.053 BakunHauusi npenapatom Anbrasak M (renatut A, B3pocnas) 1200
B04.014.004.020 BakuuHauus npenapatom buBak nonvo 700
B04.014.004.060 BakuvHaumsi npenapatom Baktpusup (Kopb, KpacHyxa, napoTuT) 1700
B04.014.004.015 BakuunHauusi npenapatomM Bapunpukc 4 400
B04.014.004.044 BakunHauusi npenapaTtom Mapgacun (NpoTuB BYpyca nanuiioMbl Yenoseka) 13 500
B04.014.004.033 BakuuHauus npenapatom MEHAKTPA 5 200
B04.014.004.007 BakunHauwms npenapatom NeHtakcum (Oudtepus, Kokntow, CToN6HSK,

IMonnomuenut, remodunbHas NHGeKUNA) 3 700
B04.014.004.027 BakumHauusi npenapaTtom MHeemoBakc 23 (MHeBMOKOKKOBas MHeKLms) 3800
B04.014.004.056 BakumHaumsi npenapartom MNonvosakCuH, 015056 1500
B04.014.004.008 BakumHauus npenapatom MpeseHap (MHeBMOKOKkoBas HAEKLIMSA) 3 500
B04.014.004.051 BakumHauus npenapatom Pota-V-3ng (PotaBupycHas nHdgekums) 2 500
B04.014.004.050 BakuuHauus npenapatom Ynstpuke Keagpm 1200
B04.014.004.043 BakuvHaums npenapatom Xaspukc 720 (Menatut A) 1500
B04.014.004.048 BakumHauus npenapaTtom Llepsapukc (MpoTuB BMpYyca Nanunnombl Yernoseka) 10 000
B04.014.004.049 BakumHauus npenapstom Knelu-3 Bak B3pocnas 1 500
B04.014.004.034 BakuuHauus npenapstom Kneuw-O Bak getckas 1400
B04.014.004.005 Ty6epkynuH (peakumna MaHT

UHBUTPO
01.06uweknuHuU4YecKue uccriiedoeaHusl

1555 KnuH.aH.kpoBu (c 06s3aTenbHOM MUKPOCKON.Maska) 850
1515 B03.016.003 KnuHuyecknn aHanus kposu: (Complete Blood Count)+ CO3 un

nevkoumMtapHasa gopmyna 800
119 A12.05.121 JlerikoumTapHasa popmyna (auddepeHuUnpoBaHHbIV NOACHET NENKOLUTOB,

nevkoumuTorpamma) ¢ MMKpOCKONMen Ma3ska KpoBu Npu Hanuyanm

narosiornyeckunx casuros (Leucocyt) 300
911 A12.05.121 IlevikoumTtapHasa popmyna (auddepeHuUnpoBaHHbIA NOACHET NENKOLUTOB,

nemnkouuTorpaMmma) ¢ obsizaTenbHOM «py4YHOM» MUKPOCKOMMEN Ma3Ka KpoBU

(Leucocyte Formula (Di 400
5 B03.016.002.000.01 |O6wmn aHanms kposu (OAK) (6e3 nenkountapHon cpopmynbl 1 COI)

(General Blood Analysis, without White Blood Cell (WBC) Count and ESR) 350
150 A12.05.123 Petukynouutsl (Reticulocytes) 350
139 A12.05.001 CODJO (ckopocTb ocenaHus aputpountoB) (Erythrocyte Sedimentation Rate,

ESR) 250

TRO A12.05.120 TpomGounTsl, MUKPOCKOMNA 400
K93179702 02.UmMmmyHo2emamosoa2usi

94 A12.05.006 Rh-npuHagnexHocTb 650
140 A12.05.008 AnnoumMyHHble aHTUTENa, BKMoYast aHTuTena K Rh - aHTureHy 650
93 A12.05.005 [pynna kposu ABO 650

15RH A12.05.007.001.01 |OnpeageneHve aHTUTEN K aHTUreHaM 3pUTPOLIMTOB (TUTP 950
K93179703 03.0ueHka ceepmbigaeMocmu cucmemMbl Kpoeu

4 A09.05.047 AHTUTPOMEWH Il 650
1 A12.05.039 AYTB (AKTYBMPOBaHHOE YaCTUYHOE TPOMGOMNACTMHOBOE BPEMSI) 500
190 A12.05.043.000.01 |BonyaHOYHbI @aHTUKOArynsiHT 1800
164 A09.05.051.001 O-ovmep 2 000
OBC109 NT+ MHO,AYTB,TB,®n6puHoreH, ATIII.O0-amm. 3900
OBC103 B03.005.006 NT+MHO,AYTB,TB,®n6puHoreH, Tpomb.8pemst 1500
1264 A09.05.126 MpoTenH S cBOGOAHbIN 3250
1263 A09.05.125 MpotenH C 4 100
2 A12.05.027.000.01 |MpoTpomBUH + MexayHapogHoe HOpManu3oBaHHOE OTHOLIEHWE 600
194 A12.05.028 TpoMGBUHOBOE BpeMmsi 400

3 A09.05.050 PunbpuHoreH 600
K93179704 04.Bbuoxumuyeckue uccsiedoeaHusi Kpoeu
K931938 4.01. YenieeoObi

18 A09.05.083 [MMKMPOBaHHbIN remornobuH 750
16 A09.05.023 Mtoko3a 350
rTT2 A12.22.005 [NoKO30TONEepaHTHbIN TECT 800




MB-C2

A12.22.005.000.01

[MoKo30TONEpPaHTHbIM TECT Npu 6epeMeHHOCTM (Nna3ma KpoBK)
(nepopanbHbIv roko3oTonepaHTHbIn TecT, ['TT, O TT) Oral Glucose

Tolerance Test, Plasma, OGTT, Pregnancy 1250
rTrcz A12.22.005.000.02 |IMoko30TONEpPaHTHbIN TECT pacLUMPEHHbIN (FMKo3a, UHCYNWH, C-nenTtug
HaToLWaK 1 Yepes 2 Yyaca nocne Harpysku) 1900

17 A09.05.102 dpyKTO3aMUH 600
K931939 4.02.Jlunudsbl,1unonpomMeuHbl,anosaurnpPomeuHsbl
700

219 A09.05.250 AnonvnonpotenH Al
220 A09.05.251 AnonunonpoteuH B 700
1512BILE A09.05.129 YKenunble kucnotsl (Bile Acids) 3450
OBC353 JNIMNMAHLIN NPOMWUIIbL: PaCLUMPEHHbIN 3600
OBC54 JivnuaHein npodune-(XonectepuH JINBI,JMHM, Tpurnuy, XonectepuH He-

JINBIT) 1100
1071 |A09.05.027 JNunonpoTevH (a) 1 900
OBC56 O6cnenoBaHne NeYeHn: pacluMpeHHoe 4 250
OBC57 O6cnefoBaHne neveHmn: CKPUHUHT 1 500
OBCS9NEW CKPUHUHI ayTOUMMYHHOTO MOpPaXeHWs1 NeYeHu 7850
30 A09.05.025 Tpurnuuepuas! 350
32 A09.05.004 XonecrepuH NMNonpoTenHOB BbICOKON nnotHocTu(JINBIM) 550
33 A09.05.028 XonectepuH NUNonpoTenHoB HWU3KoW nnotHocTu(JIMHM) 550
218 A09.05.028.000.01 |Xonectepux JINMOHM 650

K931941

4.04.0uyeHka ¢pyHKUUU rovYeK

31 A09.05.026 XonectepuH obLLmi 400
10 A09.05.011 AnbbymunH 300
153 A09.05.214 FOMOLMCTEMNH 1900
28 A09.05.010 O6Lumit Genok 400
29 A09.05.014 OnpepgeneHune 6enkoBbIX dpakunin (anbbymnH,ansgal-rnobynuHbl,ansga2-

rnobynnHbl,0eTTa-rnobynunHbl, ramma-rnodynuHbl, A/I" koadduuneHT 700

40CKDEPI A12.28.002.000.01 |KnyboukoBas unstpaums, pacdet no popmyne CKD-EPI — kpeaTuUHuUH

(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 200
22 A09.05.020 KpeatuHuH 350
27 A09.05.018 MoueBas K1cnora 250
26 A09.05.017 MoyeBuHa 350

1

A09.05.021

BunupybuH obwmn

1525 A09.05.230 ucTatuH 1400
K931942 4.05.MMuzmeHmbI

300

3
14 A09.05.022.001 Bbununp OVH npsamMon 450
K931943 4.06.9epmeHmbI

K931944

4.07.0ueHka ¢pyHkyui XKKT

8 A09.05.042 ANT AnanuH-amMmuHoTpaHcepasa 350
12 A09.05.180 Anbda - AMunasa naHkpeaTuyeckas 400
11 A09.05.045 Anbda-amunasa 400
9 A09.05.041 ACT AcnapTaT-amMuHoTpaHcdepasa 350
15 A09.05.044 Famma-rnyTamuHTpaHcdepasa (M) 250
1491 A09.28.065.000.01 |Woa B ceisopoTtke (lodine, serum) 1400
19 A09.05.043 KpeaTuHkuHasa 400
20 A09.05.177 KpeatuHkmHasa-MB 500
25 A09.05.039.001 INakTataerngporeHasa 400
24 A09.05.039 Nakrataernaporenasa (AN, L-naktat, HAJ+Okcuaopeaykrasa) 250
23 A09.05.173 Nunasa 600
869 A09.05.276 CeneH (Se) B cbiBopoTKe kpoBU (Selenium (Se), Serum) 1450
35 docparasa kucnas 500
36 A09.05.046 PocchoTasa LenoyHas 300
34 A09.05.174 XonuHacTepasa 400

216 [A09.05.057 1550

K931945

4.08.Mapkepbl Memabonu3ma KOCMHOU MKaHU

928 A09.05.235 25-OH ButamuH D 3900
146 A09.05.224 OcTteokanbLyH 1450
K931946 4.10.BumamuHbi

117 A12.06.060 ButamuH B 12 1200
931 A12.06.060.000.08 |ButamuH A B cbiBOPOTKE (PETUHON) 2 800
1604 A12.06.060.000.02 |ButamuH B1 (TamuH) 2 850
1608 A12.06.060.000.05 |ButamuH B5 (naHToTEHOBas KMCMOTA) 2850
1605 A12.06.060.000.06 |ButamumH B6 (nupuaokcansdocdar) 2 850
932 A12.06.060.000.12 |ButamuH E B cbiBopoTKe (anbga-Tokodepon) 2 800
877 A12.06.060.000.11 |ButamuH K1 B cbiBOpOTKE (CDUMNIIOXMHOH) 2 800
1606 A12.06.060.000.13 |ButamuH C (ackopGrHoBas k1crioTa) 2800
1829 BogopacTBopuMbIE BUTAMUHbI 14 300




1828 YKvpopacTtBopumMble BUTAMUHbI 7 900
118 A09.05.080 donvesas KUCIoTa 1200
868 A09.05.274 WHK (Zn) B cbiBOpOTKE KpoBw (Zinc (Zn), Serum 1400
48 A09.05.007 YKeneso (Fe) B CbIBOPOTKE KPOBY 300
39 A09.05.031.000.01 |Kanwmit, HaTpuit, Xrop 550
37 A09.05.032 Kanbuui (Calcium)o6Lumin 300
49 A12.05.011.000.01 |NateHTHas(HeHachILEHHAs) Xene3ocssa3blBaoLLas CnocoOBHOCTb ChIBOPOTKM 550
40 A09.05.127 MarHun 300
41 A09.05.033 docdop 250
1210 A09.05.241 (Anbda-2 makpornobynuH) A-2 1150
42 A12.06.015 ACNO(AHTUCTPEMNTONN3WH) 550
841 A09.05.079 FanTorno6uH 750
47 A09.05.054.004 MIMMyHorno6ynuHbl knacca G (Immunoglobulin G, 1gG) 300
46 A09.05.054.003 MmmyHornobynuHel knacca M (Immunoglobulin M, IgM) 300
21 A09.05.006 Munorno6uH 1100
44 A12.06.019 PeBMaTouaHbIf hakTop 600
43 A09.05.009 C-peakTuBHbIi 6enok (CPB) (C-Reactive Protein, CRP) 650
50 A09.05.008 TpaHceeppyH 700
51 A09.05.076 deppnTuH 1150
K931887 4.13 OHKOMAPKEPbI
K931801 OHKOMapKepbI
142 A09.05.231 CA -15-3 (PaKoBbIi1 aHTUreH) 800
143 A09.05.202 CA-125 (PakoBblit aHTUreH) 750
144 A09.05.201 CA-19-9 (PaKoBblit aHTUreH) 800
166 A09.05.299 CA-72-4 (PaKoBblIn aHTUrEeH) 1800
1296 A09.05.298 SCC(AHTUreH NNOCKOKNETOUHOW KapLUMHOMBI ) 2750
1297 A09.28.054.000.01 |UBC (Urinary Bladder Cancer) 2500
1198 A09.05.219 BENOK S100 3900
208 A09.05.245 Beta-2-MukpornobynuH (BMG) 1100
OBbC68 JuarHocTvka aHemuin 4 450
165 A09.05.206 Kanbunin noHnsmnposaHHbii (Ca2+, ceobogHbIv kanbumi) (lonized Calcium,

Free Calcium) 550
KATET A09.05.133.000.01 |KaTexonamuHbl (agpeHanvH, HopaapeHanvH, 4odaMnH) B nnasme KpoBu —

KATENJ1 (Catecholamines: Epinephrine/Adrenaline,

Norepinephrine/Noradrenaline, Dopamine, Plasma) 2 450
1281 A09.05.300 HE4 1400
209 A09.05.246 HenpoHcneunduyeckas eHonasa (NSE) 1950
ROMA1 B03.027.017.000.01 |OueHka pucka paka smdHukoB no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeTa pucka anuTenuansHOro paka

AWYHUKOB) (ANS XeHwmH ao meHonay3bl) (Risk of Ovarian Malignancy

Algorithm, ROMA (Before Menopause)) 2250
ROMA2 B03.027.017.000.02 |OueHka pucka paka andHmkos no anroputmy ROMA (Risk of Ovarian

Malignancy Algorithm, anroputm pacyeTa pucka anuTenuansHoro paka

SANYHUKOB) (AN XeHLWwmMH nocne meHonaysbl) (Risk of Ovarian Malignancy

Algorithm, ROMA (After Menopause)) 2250
103 A09.05.130 MCA obwmn(MpocTatnyeckuii cneumdniecknin aHTUreH obLLniA ) 650
OBC69 MCA 06Lumit/cBo60aHbIN 1100
141 A09.05.195 PakoB0-aMGproHanbHbIv aHTureH (P3A) 750
946 A09.05.227 XpomorpaHuH A 6 950
167 A09.05.247 LintokepatnHossbii pparmeHT 19 (Cyfra-21-1 1 850

K93179705 05.0ueHka pyHKUUU 3HOOKPUHHOU cucmembi

18.12 MopmoHanbHbie uccnedoeaHusi

K931949 5.01.0ueHka ¢pyHKkyuu 2unoghusa

100 A09.05.067 (AKTT )AOpeHOKOPTUKOTPOMHbIN FOPMOH 750
60 A09.05.131 ioTenHnamnpytowmii ropmoH (J1N) 650
6161 A09.05.210 MakponponakTuH 1450
61 A09.05.087 MponakTuH 850
174 A09.05.204 ComaromeanH-C 1300
99 A09.05.066 CTICoMaToTPOMHbIi FOPMOH 750

59 A09.05.132 DonNnNUKYNnoCTUMYNMpYHLLMIA ropmoH-OCI 750
K931950 5.02.0ueHkKa hyHKUUU WwumoeuodHOU KeJie3bl.

199 A12.06.046 AxTuTena k peuentopam TTI 2 750
S7 A12.06.017 AxTnTEna K Tupeornobynuuy(TT) 650
58 A12.06.045 AHTUTENa K TpeonaHon nepokcmaase (AT-TIO, MukpocomManbHble

aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal

Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 700
197 A09.05.117 TupeornobynuH (TT ) 1250




K931957
171

A09.05.119

5.10.Kanbyut -peaynupyroujue 20pMOHbI
KanbunTOHUH

56 A09.05.065 TupeoTtponHbin ropMmoH (TTT, TupotponuH) (Thyroid Stimulating Hormone,
TSH) 900
54 A09.05.064 TUpOKcUH 06wt (T4 0Bimii ) 550
55 A09.05.063 TupokcuH cBoGogHbIN (T4 cBOGOAHbIN ) 550
196 A09.05.097.000.01 | TupokcuHcBssbiBatoLWas cnocobHOCTb ChIBOPOTKM 1 050
A09.05.060 TprrnoaTMPOoHUH o6Lwmn (T3 obLunin)
A09.05.061 TpunoaTMpoHnH ceoboaHbIN (T3 cBOBOAHBIN
205 A09.05.069 Anbnoc1'epo|-| 1250
201 A12.06.020.000.02 |AHTuTena knacca IgG k 6eta-knetkam nogxenyaoyHon xxenesbl (Anti-Islet
Cell Antibodies, Islet Cell Autoantibodies, ICA) 1700
202 A12.06.020.000.03 |AHTuTena knacca IgG k rnytamatgekapbokcunase (aHTM-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, 1gG) 2 000
200 A12.06.039.000.01 |AntuTena knacca IgG k mHcynuiy (Insulin Autoantibodies, I1AA, 1gG) 1300
65 A09.05.135 KopTuson 550
206 A09.05.121 PeHuH (PennH nnasmbl kposw, npsmoe onpeaenerHne) (Direct Renin, Plasma) 1 000
178 A09.28.035.000.01 |CsobogHbIn kopTM3on, cytodHaa Moya (Free Cortisol, Free Hydrocortisone,
24-Hour urine 1200
K931952 5.04.0yeHka aHOpo2eHHO20 cmamyca
156 B03.016.022 17-keTocTepounabl (17-KC) B Mmoue (17-Ketosteroids, Urine) 2 350
154 A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 1100
170 A09.05.147 AHOpOCTEHAMONA IMIOKYPOHUT, 2 350
195 A09.05.146 AHOPOCTEHAMOH 1300
149 A09.05.160 MoBynuH, CBA3bIBAIOLLIMIA Nnonoson ropmoH (FCIMIN) 750
101 A09.05.149 HervapoanuaHapoctepoH-cynbdat (J9A-S04, Dehydroepiandrosterone
sulfate, DHEA-S) 700
168 A09.05.150 AnrnapoTecTocTePOH 1950
169 A09.05.078.001 Cso6oaHblIi TectocTepoH (Free Testosterone) 1 650
A09.05.078 TecTocTepoH 06LWmn
A09.05.153 I'IporeCTepOH
62 A09.05.154 QcTpaguon 700
K931954 5.06.HecmepouOdHbie pe2ynisimopHbie hakmophbl MoJSI08bIX KeJie3
1144 A09.05.225 AHTU-Mionnepos ropmoH-AMI 2350
1145 A09.05.203 NHrmbuH B 2900
1158 A12.05.110.000.01 | Tpodobrnactuyeckuin 6eta -1-rmMKoNPoTEUH 850
K931955 5.07.MoHumopuHa 6epemeHHOCMU
92 A09.30.002.000.01 |Anbda-petonpoteny-Adrl 600
207 A09.05.249 MnaueHTapHbIi NaKToreH 1100
PRS1 [MpeHaTanbHbIN CKPUHWUHT | TpuMmecTpa 6epeMeHHOCTH 2 350
PRS2 MpeHaTanbHbIN CKPUHUHT Il TpuMecTpa 6epemMeHHOCTH 2900
161 A09.05.161 PAPPA-A (accouumpoBaHHbIN C 6EPEMEHHOCTBIO NasMeHHbI 6enok - A) 850
189 A09.05.090 CeoboaHas beta-cybbeamHuLa XOPMOHUYECKOro roHaAoTPOMNNHA YeroBeka
XI'Y(OHKO) 700
A09.05.090.000.01 | XoproHuyeckuin roHagotponuH Yenoseka-XM4(EEP)
134 A09.05.157 AcTpuon cBob6oaHbIN(ES3
K931956 5.08.0uyeHKka aHOOKPUHHOLU ¢byHKUUU NOOXKesnyO0YHOU xene3bl
148 A09.05.205 C-nentug
11THOMA A09.05.056.000.01 |NHgekc HOMA 950
172 A09.05.056 NHCynvH 700
175 A09.05.159 NentuH 1450
173 A09.05.056.000.04 |MpounHcynuH 1 850

1200

102
K93179707

A09.05.058

MapatupeongHbin ropmoH (MTI
07.JlekapcmeeHHbIU MOHUMOPUH2

1150

K931886 5 200

K93179708

08.UccnedoesaHue mo4yu

K931805 8.2.buoxumu4eckue uccriedogaHusi MO4U

95 A09.28.003.001.01 | AnbBymuH, cyTouHas moya (Albumin, 24-Hour urine) 500
108 A09.28.027.000.01 |Anbda-amunasa B Mode 400
109 A09.28.011.000.01 |Tnioko3a B Moye 250
113 A09.28.012.000.01 |Karnbumii B Moye 300
110 A09.28.006.000.01 |KpeaTuHWH B Moye 250
112 A09.28.010.000.01 |MoueBas kucnora B Moye 300
111 A09.28.009.000.01 |MoueBMHa B Moue 250
114 A09.28.013.000.01 |Hartpui, Kanuii B Moue 300
97 A09.28.003.002 O6LMit Genok B Move 250
96 A12.28.002 Mpob6a Pebepra 200




115 A09.28.026.000.01 |doccop B Moye 550
116 B03.016.006 AHanms moun obwmnn (AHanmn3 Moum obLMi C MUKPOCKOMNMEN ocaaka)

(Complete Urinalysis, Microscopic Examination) 700
126 A12.06.010.001.01 |AnTuTena knacca IgG k gycnupanbHon HatueHon OHK (aHTn-gcOHK IgG,

aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG) 850
272 B03.016.014 NcenenosaHme Moun no HeymnopeHko 550
1166 A09.28.034.001.01 |MeTtaHedpuHbI (bpakummn) B CYyTOMHOM MoYe: MeTaHedpyH, HopMeTaHeprH

(Metanephrines, Fractinated, 24 Hours-Urine — Metanephrine,

Normetanephrine 3 200
K93179709 09.UccnedoeaHue Kana
1594 A26.19.010 AHanua kana Ha sinua renbMMHTOB 850
1593 A09.05.129.000.01 |>KenyHble KACNOTbI B CTYMNE 4 650
240 A09.19.001 NccnenoBaHve Kana Ha CKPbITYIo KpoBb. KayecTBEeHHbI MeTos 1100
158 B03.016.010 O6Lmn aHanu3 kana(konporpamma) 750
2401 A09.19.001.000.01 |CkpblTasa KpoBb B Karie (KoropekTaribHble KpOBOTEYEHMS), KONMYECTBEHHbIN

nmmyHoxmmmyeckun metog FOB Gold (Quantitative Immunochemical Fecal

Occult Blood, Test FOB Gold) 1 000
236 A09.19.012 CogeprxaHune yrneBoaoB B Kane (peayuupyrowue Belectsa B kane) (Stool

Sugars, Reducing Substances, Fecal) 1450
162 A09.19.010 Onacrasa 1 (31), naHkpeatnyeckas anactasa 1 (Elastase 1, E1 3900

K93179710

10.UHpekyuu

K931929

10.20 'oHoOpes

306CI1 A26.21.024.000.01 |loHokokk, onpeaenexHne OHK B cekpeTte npoctarthl, askynate (Neisseria

gonorrhoeae, DNA, Prostatic Fluid, Semen)* 500
306YPO A26.20.022.001.01 |loHokokk, onpegeneHne [JHK B cockobe anuTenuanbHbIX KNeTok

yporeHuTanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital

Epithelial Cells)* 550
449 A26.21.002.000.01 |MoceB Ha rOHOKOKK 1 450

K931930

1807010

K931932

10.25 Jugpmepus

Bosbygurtens andrepun, noces 1 300

10.28 KaHOu0o03,kaHOuUOa

1813023 BosbyaouTtenb kaHaAngo3a, Noces ¢ onpeneneHnemM YyBCTBUTENbHOCTH K
aHTUMUKOTUYECKUM npenaparam 1 300

K931934

1813030 Jlnctepus, noces ¢ onpegeneHnemMm YyBCTBUTENBHOCTU K aHTUBMOTMKaM 1450

K931935
K931878

10.36 Jlucmepuo3,nucmepuu

10.40 Mukonna3meHHasi UHGheKyusi,MUKOMN1a3mo3
10.41

185 A26.06.113.000.01 |AHnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila

pneumoniae 1gG) 600
133 A26.06.033.000.03 |AnTtuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 600
176 A26.06.033.000.02 |AnTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 1100
273 A26.06.077.000.01 | AnTutena k Salmonella typhi, PMNIA (Salmonella typhi Antibodies, IHA) 650
270 A12.06.055.000.01 |AHTuTena knacca IgG k geammanpoBaHHbIM NenTuaam rnvagunHa (Anti-

Deaminated Gliadin Peptide, Anti-DGP, 1gG) 1100
80 A26.06.081.001 AxTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 550
123 A26.06.045.003 AHTuTena knacca IgM k Bupycy npoctoro repneca 1 n 2 tTunos (Anti-HSV-1, 2

IgM) 800
81 A26.06.081.002 AxTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 550
OBC170 BonesHb BunbcoHa-KoHoBanosa, 6UOXMMUYEcKMe TeCTbI 3400
276 A26.06.047.001 Bupyc repneca VI Tuna, onpeaeneHue aHtuTen knacca lgG 1200
252 A26.06.112.001 Bupyc napoTuTta, Ka4ecTBEHHOE onpeaeneHne aHTuTen knacca lgG 950
253 A26.06.112.002 Bvpyc napoTtuTta, ka4ecTBeHHOe onpefeneHue aHTuten knacca IgM 950
OBC90 BUY,CUNOUITNC,FEIMATAT B,C 2 350
69 A26.06.082.001 BosbyauTensb cudumnmca, aHTMKapauonunuHOBLIN TECT 700
70 A26.06.082.000.01 |Bosbyautenb cndunmca, Ka4eCTBEHHOE CyMMapHOE onpeaeneHne aHTuTen

knacca IqG un IgM 750
1AVTOX Bo3byantenb Tokconnasmosa, Ka4eCcTBEHHOE onpeaeneHne aBuaHoCcTu

cneumdunyHblx aHTuten IgG 1 850
233 A26.06.079.000.02 | AnTuTena knacca IgG k aHTUreHam TpuxuHenn (Anti-Trichinella IgG) 1000
383 A26.21.036.001.02 | Brissnexue Bosbyamtenein UMMM(7+KBM).Cockob yporeHMTanbHoro Tpakra 1800
OBC185 XKenesogedmuntHaa aHeMnUA: oMarHOCTUKa U KOHTPOMb 3PPEKTUBHOCTHU

neyeHns 2100
OBC79 300poB Thl — 300pOBa CTpaHa: exerogHoe npodunakTuyeckoe

obcnegosaHue (8o 40 ner) 5100
3026 A26.20.033.001.02 |MHBUO®JIOP - ycnoBHO-NaToreHHble MMKOMna3Mbl Yenoseka

(yporeHuTanbHbi ckpuHuHr) (INBIOFLOR - Mycoplasma, Urogenital

Screening) 700
3020 A26.21.036.001.06 |MHBENO®ITOP.KomnnekcHoe nccnegoBaHne MMKpOdriopbl YpOreHUTanbHoro

TpakTa 4 900
372 A26.20.032.000.03 |WccnepoBaHue GuoueHo3a yporeHuTanbHoro Tpakta. ®emodnop 16.

(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) 3 000
386 A26.20.032.000.02 | MccnenosaHmne 61oLieHO3a yporeHUTanbHoro Tpakta. Pemodriop 8 1950




OBCY%4

I'Ipo6neMb| Beca (I'IepBVI‘-IHOG obcnenoBaHne 300p0BbsA NMNAUNEHTOB C

HapyLleHUsMn Beca) 4 450
OBC130 Mpodunb BeraHbl «5asoBbINy 11 850
264 A26.06.057.000.08 |AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma

urealyticum IgG) 650
265 A26.06.057.000.07 |AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma

urealyticum IgA) 650
380 A26.20.032.000.01 |CKpUHUHI MUKPOMopbl yporeHuTansHoro Tpakta. ®emodnop CkpuH.

(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel

Femoflor Screen)) 2 500
188 _ A26.06.018.002 Xnamuausi, Ka4ecTBeHHoe onpeaeneHve aHtuten knacca IgM 650
105 A26.06.018.001 AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis

IgA) 850
106 A26.06.018.003 AHTtuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis

I9G) 750
OBC75 LLInToBMaHas xenesa: paclunpeHHoe obeneaosaHme( T3, T4 CBOBOHbIN,

TTLAT-TILAT-TMNO) 2 250
OBC76 LLInToBMAHAA Xenesa: CKPUHUHT 1 500
182 A26.06.057.000.03 |AnTuTena knacca lgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae 1gG) 750
181 A26.06.057.000.02 |AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM) 750
181/82 A26.06.057 AHTtuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma

pneumoniae IgM, 1gG) 1300
73 A26.06.036.001 HBs-aHTureH Bupyca renatuta B (HBs-aHTUreH, noBepXHOCTHbIN aHTUreH

BMpYyca renatuta B, «aBCcTpanumncknin» aHTUreH), Ka4eCTBEHHbIA TECT

(HBsAg, Hepatitis B Surface Antigen, Qualitative) 600
74 A26.06.035 HBe-aHTWUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 700
260 A26.06.057.000.04 |AnTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 850
180 A26.06.057.000.06 |AnTutena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 650
84 A26.06.071.001 AxTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 850
122 A26.06.045.000.01 |AnTuTena knacca lgG k Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2

I9G) 750
4AVHSV A26.06.046.002 AHTuTena knacca lgG, onpegeneHne aBngHoOCTH K BUPYCYy NPOCTOro repneca

1 1 2 TunoB (Anti-HSV-1, 2 1gG, Avidity) 1450
179 A26.06.057.000.05 |Auntutena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 750
85 A26.06.071.002 AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 850
75 A26.06.039 AHTtuTena knaccoe IgM u IgG k HB-core aHTuUreHy Bupyca renatura B,

cymmapHo (Anti-HBc IgM, 1gG, Antibodies to Hepatitis B Core Antigen;

HBcAD, Total, HBV Core Total Antibodies (IgG + IgM)) 700
79 A26.06.041.002 AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV

Total (IgG + IgM))* 800
179/80 AnTuTena knaccos IgM n IgG k Mycoplasma hominis (Anti-Mycoplasma

hominis IgM, IgG) 1200
243 A26.06.011.002 AxTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 1150
244 A26.06.011.001 AxTtuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 1150
257 A26.06.084.002 AHTUTENa Kknacca IgM K Bupycy BETPSHHOM OCMbl U ONOKACLIBAOLLErO NULLIAs

(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) 1100
256 A26.06.084.001 AHTUTENa knacca IgG K BMpyCy BETPSIHOW OCMbl 1 OMOSChIBAOLLErO finas

(Anti-Varicella-Zoster Virus IgG, Anti-VZV IgG) 1000
326CB A26.05.026.001.01 |Bupyc renatuta G, kayectseHHoe onpeaeneHne PHK 750
71 A26.06.034.002 AnTtutena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) 750
72 A26.06.034.001 AxTtuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) 1000
76 A26.06.039.001 AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM

Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) 850
78 A26.06.040.002 Bupyc renatuta B, KonuyectBeHHOE onpeaeneHne aHTuTen K

NOBEPXHOCTHOMY aHTUTEHY 750
320CB A26.05.020.002.01 |Bupyc renatuta B, konuyecteeHHoe onpeaenexne AHK 4 500
321CB A26.05.019.001.01 |Bupyc renatuta C, onpegenexHve PHK B cbiBOpOTKE KpOBU, Ka4eCTBEHHOE

(HCV RNA, Serum, Qualitative)* 850
3500CB A26.05.019.001.02 |Bupyc renatuta C (BI'C), ynbrpadyscTButensHoe onpegenerne PHK BI'C

(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) 3 900
350CB A26.05.019.001.03 |Bupyc renatuta C, onpegenexHve PHK B cbiBopoTke kpoBu metogom [NLIP,

konvnyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)* 4 000
3241111 A26.05.019.003.02 |Bupyc renatuta C, onpegenexHvne PHK B nnasme, reHoTMnMpoBaHue ¢

cyb6tnnamm (tunel 1 (cy6tunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,

Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* 1150
352CB A26.05.033.001.01 |lepnecsupyc 6 Tuna, onpegenenne [HK B ceiBopoTke kposu (HHV-6 DNA,

Serum)* 600
2500 A26.06.056.001 AHTuTena knacca IgG k Bupycy kopu (Anti-Measles IgG) 1150
338CB A26.05.039.001.01 |Bupyc kpacHyxu, kadecTseHHoe onpeaeneHve OHK 850
3AVRUB A26.06.071.003 Bupyc kpacHyxu, KonnyecTBeHHOe onpeaerneHne nHaekca aBugHocTm

cneumdunyHblx aHTuten IgG 1 900
1223 A26.06.045.002 AHTtuTena knacca lgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG) 800




255 A26.06.030 AHTUTEna knacca IgG kK paHHeMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-

EBV Early Antigen (EA) IgG ) 800
186 A26.06.029.001 AHTUTEna knacca IgM k kancMgHoMy aHTUreHy Bupyca dnwTtenHa-bapp (Anti-

EBV Viral Capsid Antigens (VCA) IgM ) 750
351CB A26.05.011.001.01 |Bupyc SnwtenHa-bapp, kayectseHHoe onpeaenexne JHK 600
275 A26.06.029.002 AHTuTena knacca IgG k kancugHomy aHTUreHy Bupyca AnwrtenHa-bapp (Anti-

EBV Viral Capsid Antigens (VCA) IgG ) 950
187 A26.06.031 AHTUTENa knacca IgG k saepHoMy aHTUreHy Bupyca dnwrtenHa-bapp (Anti-

EBV Nuclear Antigen (EBNA) 1gG ) 750
351CTI1 Bupyc SnwrenHa-bapp, onpegenenne HK B cekpeTe npocTathl, asKkynaTe

(EBV DNA, Prostatic Fluid, Semen)* 600
68 A26.06.049.001 BW\Y, kadecTBeHHOE cymmapHoe onpeaenenune K 1 n 2 Tuny Bupyca u

aHTureHa p24 800
254 A26.06.006.000.02 |AnTutena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 1 000
247 A26.06.103.000.01 | AnTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 1150
246 A26.06.103.000.02 |AnTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 1150
245 A26.06.103.000.03 |AnTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 1150
335cB A26.05.013.001.01 |BosbyauTens Tokconnasmosa, kayectseHHoe onpeaeneHve JHK 600
3025 A26.21.036.001.01 |Bbisasnenue Bo3dyautenen UMMM (4 + KBM): onpegenenne HK Chlamydia

trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma

genitalium, JHK yenoseka (ldentification of Sexually Transmitted Infections

(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,

Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA) 1900
OBC80 XeHckuit ropmoHanbHbein npoduns(Koptnson, TTILOCE I, MponakTuH,

Octpaguon, TectoctepoH,JOA-SO4,I'CINIM,17-OH-nporectepoH) 5100
344CT1 A26.21.044.001.02 |Kanguaa, onpegenenune HK B cekpete npoctathl, askynsate (Candida

albicans, DNA, Prostatic Fluid, Semen)* 500
344YPO A26.21.055.000.01 |Kanguaa, onpegenenune [JHK B cockobe anutenuanbHbIX KNeTok

yporeHuTansHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital

Epithelial Cells)* 700

3150YPO

A26.21.036.001.04

AHgpodnop: NeHomHaa AHK yenoseka / O6was 6aktepuansHasa macca /
Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster /
Megasphaera spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia
spp.+Fusobacterium spp / Ureaplasma urealyticum / Ureaplasma parvum /
Mycoplasma

3021 A26.21.044.001.01 |KaHamaos, CKPUHWHT M TUNMPOBAHKE iCandidiasis, Screenincl; and Tipinii 1200

3 250

3250YPO

A26.21.036.001.03

AHgpodnop (ckpuH): NleHomHasa OHK yenoseka / O6was 6aktepumansHas
macca / Lactobacillus spp. / Staphylococcus spp. / Streptococcus spp. /
Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma urealyticum /
Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae spp.
+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas
vaginal

3 000

346CIT

A26.21.039.001.04

bnegHas TpenoHema, onpeaenenne [JHK B cekpete npocTaThbl, 3sKynare
(Treponema pallidum, DNA, Prostatic Fluid, Semen)*

500

346YPO

A26.20.025.001

BnegHas TpenoHema, onpeaenenne [JHK B cockobe anuTenmnanbHbIX KNeTok
yporeHutanbHoro TpakTa (Treponema pallidum, DNA, Scrape of Urogenital
Epithelial Cells)*

500

319CB

A26.05.020.001.01

Bupyc renatuta B, onpegenexve JHK B cbiBOpoTKe KPOBU, KA4€CTBEHHOE
(HBV DNA, Serum, Qualitative)*

600

377C-YPO

A26.20.012.005.08

Bupyc nanunnombl yenoseka 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56,
58, 59, 66, 68 + KBM B cockobe anun

1200

312C-YPO

A26.20.012.005.01

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOreHHOro pucka, onpegeneHune
OHK 16 n 18 Tunoe + KBM B cockobe anutennanbHbIX KNeTok
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18))

550

313C-YPO

A26.20.012.005.08

Bupyc nanunnombl YenoBeka BbICOKOrO OHKOrEHHOMO PUCKa,
reHotTunmnpoeanue OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 + KBM B cockobe anutennasnbHbIX KNETOK YpOreHUTanbHoro
TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

1950

311C-YPO

A26.20.012.005.03

Bupyc nannnnombl YenoBeka BbICOKOrO OHKOFEHHOIro pUckKa, CKpUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegeneHne IHK B cockobe anuTennanbHbIX KNeTOK yporeHUTarnbHOro
TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

1050

399C-YPO

A26.21.008.001.05

Bupyc nanunnombl YenoBeka HM3KOrO OHKOFEHHOro pucka, onpegenenne JHK
3 Tunos: 6, 11, 44 + KBM B cockobe anutenmarnbHbIX KIETOK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3
Types (6, 11, 44))

3 850

391C-YPO

A26.21.008.001.04

Bupyc nanunnomsbl yenoseka, onpegenexdve AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNETOK yporeHntanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82))

3500




374C-YPO

A26.21.008.001.03

Bupyc nanunnombl yenoseka, onpegenexdve AHK 4 tunos: 6, 11, 16, 18 +
KBM B cockobe anuTenuarbHbIX KNeToK yporeHnTaneHoro Tpakta (HPV
DNA, Scrape of Urog

1250

305CI1T

A26.20.030.001.02

MapgHepenna, onpegenexdne [JHK B cekpeTe npocTatbl, 3AKynaTe
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)*

500

305YPO

A26.20.032.001.01

MapaHepenna, onpegenenune [HK B cockobe anutenmanbHbIX KNeTok
yporeHuTansHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

400

309CIT

A26.21.009.001.05

lepnecsupyc 1 n 2 Tnnos, onpegenexHve HK B cekpete npocTtaThl, 3aKkynate
(HSV-1, 2 DNA, Prostatic Fluid, Semen)*

500

3090CTI1

A26.21.009.001.03

lepnecsupyc 1 1 2 Tnnos, onpeaenenue [HK B cekpete npocTtaThl,
agkynarte, tunuposaHme (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)*

650

3090POT

A26.01.024.001.04

lepneceupyc 1 n 2 Tunos, onpeaenerHne AHK B cockobe anuTtennanbHbIX
KneTok potornotku, Tunnposanne (HSV-1, 2 DNA, Scrape of Faucial
Epithelial Cells, Typing)*

650

309YPO

A26.21.009.001.01

lepneceupyc 1 n 2 Tunos, onpeaenerHne AHK B cockobe anutennanbHbIX
KneTok yporeHuTanbHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital
Epithelial Cells)*

400

3090YPO

A26.21.009.001.02

lepneceupyc 1 n 2 Tunos, onpeaenerHne AHK B cockobe anutennanbHbIX
KNEeTOK yporeHuTanbHoro TpakTa, Tunuposanue (HSV-1, 2 DNA, Scrape of
Urogenital Epithelial Cells, Typing)*

650

309CB

A26.05.035.001.02

lepneceupyc 1 n 2 Tnnos, onpeaenexHve AHK B cbiBopoTke kpoBu (HSV-1, 2
DNA, Serum)*

600

308CIT

A26.21.041.001.01

Mukonnasma (Mycoplasma genitalium), onpegenexve OHK B cekpete
npoctarthl, asgkynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*

500

308YPO

A26.20.027.001.01

Mukonnasma (Mycoplasma genitalium), onpegenenue [JHK B cockobe
anuTenuanbHbIX KNEToK yporeHntaneHoro Tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)*

650

302CIT

A26.21.042.001.01

Mukonnasma (Mycoplasma hominis), onpegenenue [JHK B cekpete
npocTtarthbl, askynsTte (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*

500

302YPO

A26.28.018.001.01

Mwukonnasma (Mycoplasma hominis), onpegenexuve [JHK B cockobe
anuTenuanbHbIX KNEeToK yporeHntTansHoro Tpakta (Mycoplasma hominis,
DNA, Scrape of Urogenital Epithelial Cells)*

700

2019

[Mporpamma cKpuHMHra paka wenkn matkm — onpegenerdne AHK BINY un
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KaHana MeToAoM XWUAKOCTHOW LIUTONOrMmn®

3000

354YPO

A26.20.037.001.01

CrtpenTokokk rpynnel B, onpegenexne HK (Streptococus agalactiae DNA) B
cockobe anuTenuanbHbIX KNETOK YPOreHUTanbHoro TpakTa

700

307CI1

A26.21.040.001.01

TpmnxomoHaga, onpeaenerHune [HK B cekpeTe npocTaTbl, 99KynaTe
(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)*

500

307YPO

A26.20.026.001.01

TpuxomoHaga, onpeaeneHne [HK B cockobe anutenmanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)*

550

343CIT

A26.21.043.001.02

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B cekpeTe npocTtarthl, askynaTte (Ureaplasma urealyticum + Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)*

600

343YPO

A26.20.029.001.01

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
[HK B cockobe anuTennanbHbIX KNETOK YporeHMTanbHoro TpakTta
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital
Epithelial Cells)*

600

303CI1

A26.21.043.001.03

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaenexve HK B
cekpeTte npoctartbl, 3aakynaTe (Ureaplasma urealyticum (T-960), DNA,
Prostatic Fluid, Semen)*

600

303YPO

A26.20.029.001.02

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpeaenexve HK B
cockobe anuTenuanbHbIX KNETOK yporeHnTanbHoro Tpakta (Ureaplasma
urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)*

600

342CTl1

A26.21.043.001.01

Ypeannasma (Ureaplasma parvum), onpegenenne OHK B cekpeTe npocrtarthl,
agkynarte (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

500

342YPO

A26.20.029.001.03

Ypeannasma (Ureaplasma parvum), onpegenenune [JHK B cockobe
anuTenuanbHbIX KNeTok yporeHntansHoro Tpakta (Ureaplasma parvum, DNA,
Scrape of Urogenital Epithelial Cells)*

500

301CI1

A26.21.037.001.01

Xnamugusa (Chlamydia trachomatis), onpeaenernne AHK B cekpete npocrtarthl,
agkynaTte (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)*

500

301YPO

A26.20.020.001.01

Xnamugusa (Chlamydia trachomatis), onpegenenne HK B cockobe
anuTenuanbHbIX KNETok yporeHntaneHoro Tpakta (Chlamydia trachomatis,
DNA, Scrape of Urogenital Epithelial Cells)*

650

310YPO

A26.21.010.001.01

LinTomeranosupyc, kayectseHHoe onpeaeneHne JHK kau.

600

310CI

A26.30.015.001.01

Lintomeranosupyc, onpeaenexve HK B cekpete npoctatsl, aakynate (CMV
DNA, Prostatic Fluid, Semen)*

500

OBC84

TOPY

4 400

349nn

A26.05.046.001.02

Xnamugms, kadyecteeHHoe onpegeneHne JHK

850

83

A26.06.022.002

LinTomeranoBupyc, ka4ecTBeHHOe onpeaeneHue aHturen knacca IgM

650

310CB

A26.05.017.001.01

LinTomeranoBupyc, kadyectBeHHoe onpegenenne AHK

600

82

A26.06.022.001

LinTomeranoBupyc, Konn4yecTBeHHOE onpegerneHue aHTuten knacca IgG

550

2AVCMV A26.06.022.003 AsugHocTb Anti-CMV IgG 1500
K93179711 11.Mukpobuonozu4eckue uccredoeaHusi




445 A12.20.001.000.01 |Mwukpockonuyeckoe (bakTepmockonnyeckoe) uccrnegoBaHme Maska,

okpawieHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear) 850
441-A A26.28.003.000.01 |lMoceB Mmo4ym Ha MUKpodnopy, onpeaeneHne YyBCTBUTENbHOCTU K

aHTUMKKpObHbIM npenapatam (Urine Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1450
441-AP MoceB Mo4M Ha MUKpONopy, onpeaeneHne YyBCTBUTENbHOCTU K

pacLMpeHHOMY CNeKTpy aHTUMUKPOOHbIX npenapatos (Urine Culture.

Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* 2 650
454-A A26.20.051.000.01 |lMoceB Ha BeTa-remonUTMYECKUI CTPENTOKOKK rpynnbl B (Streptococcus group

B, Streptococcus agalactiae), onpeaeneHne 4yBCTBUTENBHOCTU K

aHTUMUKPOBHBIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria

Identification and Antibiotic Susceptibility Testing) 1250
454-T1 lMoceB Ha BeTa-reMmonMTUYECKNA CTPENTOKOKK rpynnbl B (Streptococcus group

B, S. agalactiae) 1000
442 A26.05.006.000.01 |lMoces Ha apoxokenogobHble rpubel (pogos Candida, Cryptococcus) ¢

onpeneneHnemMm YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM npenapaTtam (Yeast

Culture. ldentification and Antimycotic Susceptibility testing) 1400
440/444 MoceB Ha mukonnasmy (Mycoplasma hominis) un ypeannaamsl (Ureaplasma

Spp.), onpeaeneHne YyBCTBUTENbHOCTM K aHTUMUKPOBOHBIM Npenapatam

(Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria

Identification and Antibiotic Susceptibility Testing) 2 000
440 A26.09.006.000.01 |lMoceB Ha mukonnasmebl, onpegeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam (Mycoplasma hominis Culture. Bacteria Identification and

Antibiotic Susceptibility Testing) 1400
446-A A26.20.008.000.01 |lMoceB Ha MMKpOdriopy OTAENAEMOro MOOBbLIX OPraHoB, onpeaeneHne

4YyBCTBUTESbHOCTU K aHTUMUKPOBHBLIM npenapatam (Genitourinary Tract

Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 1900
444 A26.21.004.000.01 |lMoces Ha ypeanna3mbl (Ureaplasma spp.), onpegeneHne 4yBCTBUTENBHOCTH

K aHTUMUKPOBHbIM npenapaTtam (Ureaplasma spp. Culture. Bacteria

Identification and Antibiotic Susceptibility Testing) 1400
446-0P [MoceB oTAENsemMoro rnosioBbIX OPraHoB Ha MUKPOMNopy, onpeaeneHve

YyBCTBUTENbHOCTM K pacLLUMPEHHOMY CMEKTPY aHTUMUKPOOHbIX NpenapaTos

(Genitourinary Tract Culture. Bacteria |dentification, Antibiotic Susceptibility,

Enlarged Testing)* 3150
488 A26.20.021.000.01 |CtpenToKoKK rpynnbl B, aHTureHHbIn TecT (Streptococcus Group B. One Step

Rapid Immunochromotographic Assa 1 950
K93179712 12.MUmmyHoI02UYecKue uccredogaHus
836 A09.05.075.000.03 |NHrmbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2 800
1315C3 A09.05.075.001 C3 KomnoHeHT cuctembl komnnemeHTta (Complement Component C3) 500
1316C4 A09.05.075.002 C4 KomnoHeHT cuctembl komnnementa (Complement Component C4) 500
214 A12.06.073 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-q,

Cachectin 3 000
K932062 14.4 PeemamouOHbIlU apmpum
837 A09.05.075.000.02 |AnTuTena knacca IgG k C1q cpaktopy komnnemeHta (Anti-Complement 1q

Antibodies, Anti-C1q, IgG) 1800
823 A12.06.037.000.03 |AnTuTena knacca lgG k mmenonepokcugase (aHTM-MPO) (Myeloperoxidase

Antibody, MPO) 1 850
955 A12.06.053.000.01 |AHTuTena knacca IgG k npotenHase-3 (aHTN-PR-3) (Anti-Proteinase-3

Antibodies, PR-3-Antibodies, PR-3 ANCA, 19G) 1 850
970 A12.06.037.000.02 |AHnTuTena knacca IgG k ymtonnasme Hentpodunos (AHLIA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgG) 2 000
1337 A12.06.037.000.01 |AnTuTena knacca IgA k untonnasme Hentpodpunos (AHLIA) (Anti-Neutrophil

Cytoplasmic Antibodies, ANCA, IgA) 1 850
1204 A12.06.052 ALLIN 1 800
1001 A09.01.011 Bop (B) B Bonocax (Boron (B), Hair) 400
1058 A12.06.078 NmyHodaH (Imunofan) 750
1338 A12.19.004 KanbnpotekTuH ekanbHbii (Fecal Calprotectin) 3700
902 A09.28.055.001.01 |KaHHabuHouab! (MapuxyaHa) B Mmode (Cannabinoids (Marijuana), Urine)* 1550
1000 A09.01.007.000.02 | fnTui (Li) B BONocax (Lithium (Li), Hair) 1 400
1334 A12.05.010.000.01 |MonekynsipHo-reHeTMyeckoe uccnegosaHme HLA-B27 (Molecular Genetic

Testing HLA-B27)] 2 500
978 A09.05.057.000.01 |CtumynsumoHHasa npoba — acTpuH-17 (ctTumynupoBaHHbIn) (Gastrin-17

Stimulation Test, Gastrin-17, G-17) 1 550
838 A09.05.229 Yrnesog-gedpuuntHel TpaHcdeppuH (YOT) (Carbohydrate-Deficient

Trancferrin, CDT) 3 900
839 A09.05.229 YrneBsog-aeduunTHbIM TpaHcdeppuH ¢ anektpodoperpammon (YOT)

(Carbohydrate-Deficient Transferrin with results on an electrophoregram

(CDT)) 4 150
840 A09.05.077 LiepynonnaamuH (Ceruloplasmin 850
04AVHSV ABuaHocTb IgG-aHTuTen K BUpYCy NpocToro reprneca 1 1 2 Tunos 1300
1267 A12.06.057.000.03 |AHTUHYKNeapHbIn haktop, HEp-2 cybetpaTt (AH®, TUTPLI, aHTUHYKNeapHble

aHTUTENa METOL4OM HENpPSMON MMMYHOIOOPECLIEHLUMM Ha Npenaparax

HEp-2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA-Hep2,

Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers) 2100
224 A12.06.028.000.03 |AnTnosapuansHelie aHTutena(B CMEPME) 2150




223 A12.06.028.000.01 |AnTucnepmanbHble aHTUTeNna 1250
1341 A12.06.065.000.02 |AnTutena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG) 2 250
1342 A12.06.065.000.01 | AnTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM) 2250
1284 A12.06.051 AHTUTENa K KapavonunuHy knacca IgM,IgA,1gG 1600
969 A12.06.029.000.03 |AnTuTena knacca IgG k kapavonununy (Anticardiolipin 1gG, aCL IgG) 1850
997 A12.06.029.000.02 |AunTutena knacca IgM k kapavonvnudy (Anticardiolipin IgM, aCL IgM) 1 850
967 A12.06.029 AHTUTeNa K KapavonunuHy knacca IgM,IgA,IgG 1450
137/138 A12.06.030 AHTUTENna K dpocponmnuaam Ig v Im 1 600
1340 A12.06.075.000.01 |AHTuTena knacca IgG n IgM k pochaTnanncepuH - NpoTpPoMOMHOBOMY

KOMMJIeKCy,CyMMapHO 2150
966/74 A12.06.075 AHTuTena knaccos IgG un IgM k dpocchaTnguncepuHy (Anti-

Phosphatidylserine, 1gG, IgM) 2 150
87 Bupyc renatuta B, Konn4ectBeHHOE onpeaeneHne NnoBEPXHOCTHOIO aHTUreHa 2700
1222 A26.06.045.001 AnTtutena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 IgG) 850
123N A27.05.002.000.02 |Tpombo3sbl: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum

(Genes F2, F5) 4 850
1235 A09.05.074 Lnpkynupytowme nmmyHHble komnnekcol (LIMK) obwme (Circulating Immune

Complexes (CIC) Total 1450
K93179717 17.Jumonozu4eckue uccredoegaHus
1811012 BuissneHve H.Pylori (okpacka no Mpammy) 4 300
518 A08.20.017.002.01 |XKuagkocTHas yutonorud. Lintonormyeckoe nccnegosaHne bnomatepuana

ek MaTkun (okpawmeaHue no NManaHukonay, TexHonorns ThinPrep ®) 2 250
510 A08.30.016 VccnenoBaHune NyHKTAToOB ApYrnx opraHoB M TkaHen (Examination of

Punctates: Other Organs and Tissues) 850
509MXE A08.20.015.000.01 |UccnepoBaHue nyHKTaTOB MOMOYHOM xenesbl (Examination of Punctates:

Breast) 1400
502 A08.01.002 WcecnepoBaHne cockobOB 1 OTNEYaTKOB C NOBEPXHOCTUN KOXU U CIIM3UCTbIX

(Examination of Scrapings and Prints of Skin and Mucous Membranes) 1 050
507T3C A08.30.027 WccnepnoBaHue TpaHccyoaToB, akcecyaaToB, cekpetoB (Examination of

Transudates, Exudates, Secrets) 550
K931760 MuKpocKonmyeckoe nccnefoBaHe cekpeta npeacTaTeribHon Xenesbl 750
547N LinTonornyeckoe n MUMMyHOLIMTOXMMUYECKOE UCCredoBaHNe C MapkepamMmum

p16INK4a n Ki-67 ana nogTBep>XaeHnsa agucnnasumn B Maskax Crim3anctom

LUEVKN MaTKW 11 200
519 A08.20.012.000.01 |UwnTonornyeckoe nccnegosaHve buomarepumana cockobos BynbBbl U

Bnaranva, Kpome LenkM MaTku (okpawmsaHue no MNanaHukonay, Pap-tecT) 1 560
517 A08.20.012.000.02 |Uutonornyeckoe nccnegosaHne bruomarepmana wenkn matkm (okpalumeaHme

no lNManaHukonay, Pap-tect) (Cytological Examination: Cervix, Pap-test 1400

K93179718

18.Nlucmonoz2uyeckue uccrnedogaHusi

K931813

MMMyHoeucmOXUMuqec:{ue aHasu3bl

5114unrx A08.20.003.002.01 |MIMMyHOrMCTOXMMMYECKAS UArHOCTUKA XPOHMYECKOrO 3HOOMETpUTa —

BblgBNeHne nnasmartmnyeckux krnetok (CD138) 9 650
525 A08.30.034.000.01 |PeuenTopbl K 3CTpOreHam 1 NporectepoHy, MMMYHOrMCTOXMMUYECKOE

nccnegosanue (Estrogen and Progesterone Receptors, Immunohistochemical

Stud 8 450

K932093

21.5 cucmema ceepmbigaHUsi Kposu

MUuBuTpoJlab 22

7262S1-PH

A27.05.012

22.0OHKOMapkKepbI

Mapkep pa3sutnsa Ph’-HeraTmBHbIX XPOHUYECKMUX MuenonponmdepaTnBHbIX
3abonesanHnin (XMI3): kayeCcTBEHHAsA OLEHKa HanMyns comMaTtuyeckon
myTauumn 617F rena JAK2 (Marker of Ph-negative Chronic Myeloproliferative
Disorders (cMPD): qualitative assessment of presence of gene JAK2 617F
somatic mutation)

2750

1541 T1/B3

HacneacteeHHble cnyyan BRCA-accoummnmpoBaHHOMO paka y MY>XYnH: pak
rpyaHoON, NOMAXKenyao4HON, NpeacTaTenbHON xenes, pak anyek (reHsl BRCA1,
BRCAZ2) (6e3 onucaHus pesynbsratoB Bpadom-reHeTukom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
(Genes BRCA1, BRCA2) (without Description))

5750

15411

HacnegcteeHHble cnyyan BRCA-accounMmpoBaHHOIo paka y My>X4uH: pak
rpyaHoOn, NoMAXKenyao4HON, NpeacTaTenbHON xenes, pak anyek (reHsl BRCA1,
BRCAZ2) (Hereditary

5750

12411

A27.05.040

HacnenctBeHHble criyyam paka MOMOYHOW Xernesbl U/Mnn SUYHUKOB (FreHbl
BRCA1, BRCAZ2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2))

6 300

1241 T1/B3

A27.05.040.000.01

HacneacTBeHHble crniydan paka MOSTIOYHON ernesbl U/Mnn SNYHUKOB (reHbl
BRCA1, BRCAZ2) (6e3 onncaHusa pesynstaTtoB BpavyoOM-reHETUKOM)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCAZ2)
(without Description))

5750

7TT7T9HFEI

A27.05.010.000.01

HacnencteeHHbI remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE))

4 050

188

AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis
IgM)

600

184

A26.06.016.000.03

AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila
pneumoniae IgM)

750

1317B12

A12.06.060.000.01

AKTMBHbIN BUTaMuH B12 (MonoTtpaHckobanamuH, Active-B12,
Holotranscobalamin)

1700




95110 A09.28.006.000.02 |AnbbymuH, pa3oBas nopums Mouu (C KpeaTMHUHOM U pacyeToM

anbbymuH/kpeaTnHnH oTHoweHus) (Albumin, random urine, with creatinine

and albumin/creatinine ratio calculation, UACR) 1050
1076 B03.045.024.004.24 | Anitomuuuin (Al) B Hortax (Aluminum (Al), Nails) 400
HBO2 B03.016.018 AHanus cnekTpa opraHM4YeckmMx KUCNoT MOYM METOO40M ra3oBoWn

Xxpomartorpadguu ¢ macc-cnekrpomerpuen (FX/IMC) 15 600
827 A12.06.057.000.05 |AHTMHYKNeapHble aHTUTeNna (pasgenbHo Sm, RNP/Sm, SS-A (60 k[a), SS-A

(52 kda), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,

Nucleosome, Rib P, AMA-M2, Jo-1 aHTureny), ummyHo6not (ANA: Anti-Sm,

RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,

CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1,

Immunoblotting) 4 050
1190 A26.06.011.002.01 |AnTuTena knacca IgG k Borrelia burgdorferi (sensu lato), nccnegosanue

meTtogom BectepH-6noT (anti-Borrelia 1IgG, Western blot) 2 850
239 A26.06.093.000.02 |AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia

enterocolitica 1gG) 750
1283 A12.06.056.000.01 |AHTuTena knacca lgG k TkaHeBoM TpaHcrntoTammHase (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgG) 1600
1282 A12.06.056.000.02 |AHTuTena knacca IgA k TkaHeBon TpaHcrnioTamuHasze (Anti-Tissue

Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) 1250
810 A12.06.066.000.01 |AHTuTena knacca IgA Kk aHOOMU3NIO (AHTUAHAOMU3NNHBIE aHTUTeNna, AOMA)

(Anti-Endomysial Antibodies, Anti-EMA, IgA) 1700
822 A12.06.035.000.05 |AHTuTena knaccos IgG, IgA, IgM k peuenTtopy docdonunasel A2 (PLAZR),

cymmapHo (Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG,

IgA, IgM, Total) 3 800
1217 A12.06.040.000.01 |AHTULeHTpoMepHble aHTuTena CENT-B, IgG (Anti-Centromere B

autoantibodies, 19G) 1650
676 A09.05.118 BaHaH, IgE (Banana, IgE, F92) 650
673 A09.05.118 BapaHwuHa, IgE (Lamb, IgE, F88) 650
1080 B03.045.024.004.01 | Gapwui (Ba) B HorTax (Barium (Ba), Nails) 400
1081 B03.045.024.004.10 | bepunnun (Be) B HorTsix (Beryllium (Be), Nails) 400
OBC74 ANT,ACT,bun.obw,.,bun.npsmon, [T T, Mtoko3a,dLU,Benok obw.,benkn

dpakumm,KpeatnHuH,MoyesuHa, XonectupuH,K/Na/Cl 3000
OBC73 Broxumus kposn(PACLUIMPEHHBIV npoduns) 5600
1079 B03.045.024.004.37 | Bop (B) B HorTax (Boron (B), Nails) 400
1082 B03.045.024.004.07 | BucmyT (Bi) B HorTsix (Bismuth (Bi), Nails) 400
7061 BOXXX-MC-MC opraHunyeckux kmcnot (cykumHunaueTtoH) (HPLC-MS/MS

Organic Acids (Succinylate))| 6 350
1078 B03.045.024.004.03 | 3onot0 (Au) B HorTsix (Gold (Au), Nails) 400
1064 A12.06.078 N3onpuHo3uH (Isoprinosine) 750
67 A09.05.054.001 MmmyHornobynuHel knacca E (o6wun IgE, nmmyHornobynuH E o6wmin)

(Immunoglobulin E Total, IgE Total) 650
45 A09.05.054.002 NmmyHornobynuHbl knacca A (Immunoglobulin A, IgA) 350
1059 A12.06.077 NmmyHomakc (Immunomax) 750
1066 A12.06.077 NmyHopwukc (Imunorix) 750
7811CIb WccneposaHne kapuoTtuna (KonMyYecTBEeHHbIE U CTPYKTYpPHbIE aHOManumm

xpomocom) (Karyotype) 8 900
1084 B03.045.024.004.14 |Kagmui (Cd) B HorTsx (Cadmium (Cd), Nails) 400
1083 B03.045.024.004.34 |Kanbuun (Ca) B HorTsix (Calcium (Ca), Nails) 400
1085 B03.045.024.004.30 | Ko6ansT (Co) B Hortsix (Cobalt (Co), Nails 400
1641/37 AHTUTEna Kk kopoHasupycy SARS-CoV-2, IgM+IgG (anti-SARS-CoV-2,

IgM+1gG) 2750
1637 A09.05.054.000.04 |AnTtnTena k kopoHosupycy SARS-CoV-2 IgG (anti-SARS-CoV-2, IgG) 1450
1641 A09.05.054.000.03 |AnTuTena k kopoHosupycy SARS-CoV-2 IgM(anti-SARS-CoV-2, IgM) 1450
1652 A09.05.054.000.05 |lMpen- n noctBakunHanbHble aHTUTENa. KauecTtBeHHOe onpeaenexHne

Hanuuns aHTuTen K cnavikosomy (S) 6enky SARS-CoV-2, I1gG,. (BEFORE and

AFTER VACCINATION against COVID-19. Anti-SARS-CoV-2 S (spike)

protein antibody, IgG, qualitative.) 1150
605 A09.05.118 Kouika, IgE (Cat Dander-Epithelium, IgE, E1) 650
1060 A12.06.077 Nukonua (Licopid) 750
675 A09.05.118 Matro, IgE (Mango, IgE, F91) 700
77911 A27.05.036 MykoBucumnaos. Nouck yacTtbix mytaunin B reHe CFTR, 4. m. (Cystic Fibrosis,

Gene CFTR, Freq. Mut.) 24 000
1077 B03.045.024.004.21 | Mbiwbsk (As) B HorTsax (Arsenic (As), Nails) 400
7252AZFI A10.20.001.000.01 |HapyweHus cnepmatoreHesa, 6 mapképoB (Mykpoaeneuumn nokyca AZF)

(Spermatogenesis disorders (6 AZF)) 6 000
725263 A10.20.001.000.01 |HapyweHus cnepmaTtoreHesa, 6 mapképoB (Mukpoaeneumm nokyca AZF) (6es

ONUCaHUA Pe3ynbTaToB reHETUKOM) 5 000
1631 A09.05.256 HaTtpunypetnyeckoro ropmoHa (B-tuna) N-koHueBown nponentug (NT-

proBNP, N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic

Peptide) 3150
1581 A09.05.264 Owmera-3 nHgekc (Omega-3 Index) 4 900




KoHncynbmaHm ®apm

826 B03.005.017.000.01 {MaHenb aHTUHYKNEeapHbIX aHTUTEN Npu ckrepoaepMum (pasgensHoe

onucaHue aHTuten Kk aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,

dpubpunnspuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),

nmmyHobnot (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,

CENP-A, CENP-B, RP11, RP155, ¢pubpunnsapuH, NOR90, Th/To, PM-Sc100,

PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting) 5050
670 B03.002.004 Maxenb neanatpudeckas, IgE (Pediatric Panel, IgE) 5 450
669 A09.05.118 Manensb nuuesble anneprexsl, IgE (Food Allergy Panel, IgE) 5 450
665 B03.002.004 MaHenb pasHble anneprenbl, IgE (Panel Different Allergens, IgE) 4 650
674 A09.05.118 MNepcuk, IgE (Peach, IgE, F95) 650
1634 A09.05.249.000.01 |MnaueHTapHbIN dakTop pocTa (Placental growth factor, PIGF) 4 500
1061 A12.06.077 Monunokcuaonuin (Polyoxidonium) 750
467-A lMoceB oTAENAEMOro BEPXHUX AblXaTeNbHbIX NyTen Ha MUKPOdiopy,

onpeneneHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBIM npenapatam (ogHa

nokanusauns) (Upper Respiratory Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)* 1 000
3320 A26.08.027.001.01 |MLIP-TECT Ha kopoHasupyc SARS-CoV-2 masok 1 500
610 A09.05.118 MNweHnyHas myka, IgE (Wheat, IgE, F4) 650
463 A26.19.039 PotaBupyc (Rotavirus), anapenHbiin CMHAPOM, aHTUreHHbIN TecT (Rotavirus

Direct Detection by Latex Agglutination) 1000
1075 B03.045.024.004.28 | Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) 400
7003UGl CuHapom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) 4 300
7643 CnHgpom MapTtunHa-benn (cuHgpom nomkon X XpOMOCOMbI) 5950
1070 B03.002.004 Cwmecb annepreHoB AOMAaLUHUX MPbI3YHOB: 3MUTENUN MOPCKOW CBUHKM,

ANUTENWI KPONnKa, aNnUTennn xomsika, Kpbica, Mbiwsb, IgE (EP70 (E6, E82,

E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,

Hamster Epithelium, Rat, Mouse, IgE)* 1 300
604 B03.002.004 Cwmecb annepreHOB COPHOM TpaBbl: aMbpo3us NONbIHHONUCTHASA, NOMbIHb

0ObIKHOBEHHasd, NOAOPOXHMK, Mapb 6enasi, Yeptononox pycckun, IgE (WP1

(W1, We, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,

English Plantain, Lamb's Quarters, Russian Thistle, IgE)* 1 300
1062 A12.06.078 TaktueuH (Tactivinum) 750
1074 A09.28.060.000.02 | Tannwuii (Tl) B moye (Thallium (T1), Urine) 400
1063 A12.06.078 TumoreH (Thymogen) 750
6829TP Tpuntasa, ImmunoCAP 3700
484 A26.19.020 Xenukobaktep nunopu (Helicobacter pylori), aHTureHHbIn TecT (Helicobacter

pylori. One Step Rapid Immunochromotographic Assay) 1150
1086 B03.045.024.004.15 | Xpom (Cr) B Hortsix (Chromium (Cr), Nails) 400
948 A09.05.234 Q03MHOMUNBHBIN KaTUOHHBIM B6enok (Eosinophil Cationic Protein, ECP

Jlabkeecm

19.100.07 MMmyHOrucTtoxmmmyeckoe nccnegoBaHue paka MosioMHOM Xernesbl ¢

r’MCTONOrNMYeCcKUM UccregoBaHnem 13 250
19.100.44 O630pHas okpacka reMaToKCUMIIMHOM-3031HOM 1 CTEKNo 1500
19.100.33 lMaTonoro-aHaToMU4eCcKoe nccrnegoBaHne GUONCUNHONO (onepaLnoHHOrO)

MaTtepuana ¢ npuMeHeHneM MMMYHOTUCTOXUMUYECKUX MEeTOAOB(1 aHTUTESNO) 2 950
19.100.45 [MaTonoro-aHaToMmn4yeckoe uccriegoBaHme GuoncumHoro (TpenaH-6muoncus)

Marepuana MosioMHOWN Xenesbl 4 450
19.100.46 lMaTonoro-aHaToMU4eckoe nccrnegosaHne GuoncunHoro (TpenaH-6muoncums)

MaTepwana npegacraresribHOn xenesbl 5900
19.100.03 lMaTonoro-aHaTOMU4YEeCKOE nccneaoBaHne GUONCMNHOIO MaTepuana cabille

10 KyCOYKOB 6 200
19.100.48 [MaTonoro-aHaToMmn4yeckoe nuccriegoBaHme GUONCUNHOIO MaTepuana w\maTkm

C COCKOBOM 13 LiepBUKANIbHOIo KaHana 3 700
19.100.05 [MaTonoro-aHaToMMn4yeckoe uccrnegoBaHne Marnoro onepawumMoHHOro

maTtepmana oo 50 cm.ky6 4 450
19.100.47 MaTonoro-aHaToMMyecKoe nccnefoBaHune navnesbs -61oncum SHZOMETPUs 3700
19.100.04 [NaTonoro-aHaToMu4yeckoe nccrnegoBaHue cockoba NnonocTy MaTKu,

LepBMKanbHOro KaHana 4 750
19.100.01 lMaTonoro-aHaTOMU4YEeCKOE UCCregOoBaHNE 3HLOCKONMMYECKOro BUONCUMHOro

mMaTepmana 1-5 KyCco4koB 3 250
19.100.02 [NaTonoro-aHaToMM4Yeckoe nccriegoBaHme 3HA0CKONMMYEecKoro 6MoncMmHoOro

mMarepuana 6-10 Kyco4ykoB 4 750
19.101.49 [MaTonoro-aHOTOMMNYECKOE UCCreaoBaHne Marnoro onepawumMoHHOro

MaTtepuana (obpasoBaHNA KOXN U CAIN3UCTbIX pa3MepoM A0 2 CM, ageHouabl,

MUHAAMNVHbI) 3125
19.100.54 MpocMoTp rmcTonornyeckoro npenapara BpadomM-naTonioroaHaToMom -

BTOpO€e MHeHue (1 JoNonHUTENbHOE CTEKMO0) 750
19.100.00 MpocMoTp rnMcTonorMyeckoro npenapara BpayoM-naTonioroaHaToMoM -

BTOPOE MHeHME (1 CTEKNO) 1 500
808 Kpuctannbl B Ma3ke CMHOBUANbHOM XXNOKOCTU (MOHOYpaT HaTpus,

nupodocdar kanbuns) (Synovial Fluid Smear, Crystals 2 200

[B090

A09.05.139

17-rngpokcunporectepoH 17-OH nporectepoH

1100




B257

17-keTocTepounabl (B CyTOYHON MOYE), pa3BEPHYTbIM MHAMBUAYANbHbLIN OTBET
3aknoyeHve: AHOPOCTEHAMOH, AernapoanMaHgpoCTePOH, aHOAPOCTEPOH,

3ANNaHAPOCTEPOH, 3aTNoxonaHonoH (metog MNX-MC) 2 350
B256 17-keTocTeponbl (B CyTOYHOM MOYe), cyMMapHbIn oTeeT (MeTop MX-MC) 2 350
G011 A09.05.051.001 D-gumep 2 000
P110 A26.06.033 Helicobacter pylori, aHTutena knaccHelicobacter pylori, aHTuTena knacca IgG

(Anti-Helicobacter pylori IgG), kayecTBeHHOE onpeaenexHne 600
P320 Helicobacter pylori, aHTutena knacca IgM (Anti-Helicobacter pylori IgM),

NonyKonn4yecTBeHHoe onpeaerneHme 1100
P617 NOVEL CORONAVIRUS COVID-19 (SARS-CoV-2), RNA (molecular

detection, qualitative) * 1 500
B163 A09.28.034.003 AfpeHanvH B cyTo4Hon moye, BOXKX 2000
B114 A09.05.067 APEHOKOPTUKOTPONHBIN ropMoH (AKTT) 750
G008 AKTMBMPOBaHHOE YacTUYHoe TpombonnactuHosoe Bpemsi (AYTB) 500
BO23 A09.05.042 AnaHunH-amvHoTpaHcdepasa ANT 350
G002 ANnOMMMYHHbIE aHTUIPUTPOLMTaPHbIE aHTUTeNa (Henpamas peakums

Kymbca), B TOM Yncrne aHTUpe3ycHble (C TUTPOM) 650
B002 A09.05.011 AnbbymuH 300
B253 AnbbyMmuH-KpeaTHUHoBoe cooTHoleHne (AKC), (pasoBas nopumsi Mo4n) 1050
B124 A09.05.069 AnbOCTEPOH 1250
B052 A09.05.241 Anba-2 MakpornobynuH 1150
B180 A09.28.027 Anba-amunasa (B pa3oBoi Moye) 400
B029 A09.05.045 Anba-amunasa KpoBb 400
B074 A09.28.027 Anbgra-amunasa Moya cyTo4Has 400
B097 A09.05.089 Anbda-deTtonpotenH (ADN) 600
E048 AntomuHnn Al 400
B030 A09.05.180 Amunasa naHkpeatuyeckas 400
K018 B03.016.014 AHanma Mouum no HeumnopeHko 550
B104 A09.05.147 AHOPOCTEHAMONA [IOKYPOHUT, 23350
B106 A09.05.146 AHOPOCTEHAVOH 1300
B091 A09.05.225 AHTu-Mionnepos ropmoH (AMI) 2 350
B140 A09.05.298 AHTUreH NIocKoKNeTo4YHom kapumHombl (SCCA) 2750
B143 A09.28.054.001 AHTUreH paka modesoro nysbipsa (UBC) 2500
G004 AxTureH cuctemsl Kell (K) 950
G015 AHTUrPYNnoBble aHTUTENa CO CTaHAAPTHLIMU 3PUTPOLIMTAMM 650
i202 A12.06.057.000.02 |AHTMHYKNeapHble aHTUTEeNna, MUMMyHObnoT (ayToaHTuTena knacca IgG k 15

pasnuyHbiM aHTureHam: NRNP/Sm, Sm, SS-A (SS-A HaTuBHbIN 1 R0-52), SS-

B, Scl-70, Jo-1, PM-Scl, npotenH B ueHTpomepa, PCNA, dsDNA,

HYKIT€OCOMbI, TMCTOHbI, pubocomanbHbii 6enok P, AMA-M2) 5050
i131 A12.06.057.001 AHTUHYKNeapHbI hakTop Ha KneToyHon nuHum HEp-2, nonykonuyectBeHHoe

onpegeneHvne (Henpsimas MMMYHopryopecueHUus) 2100
i148 A12.06.028 AHTUCNEpManbHble aHTUTena (CbiBOPOTKa) 1250
B038 A12.06.015 AHTUCTpenTonuanH-0 550
i093 A12.06.065.001 AHTUTENa K aHHekcuHy V, 1gG 2 250
i094 A12.06.065.002 AHTUTENa K aHHekcuHy V, IgM 2250
i137 A12.06.051 AHTuTena Kk 6eta-2-rnmkonpotenty, IgA/IgM/IgG 1600
i099 A12.06.020 AHTuTENa K 6eTa-KneTkam nomKenya04HoN xenesbi 1700
i083 A12.06.010.001 AnTtuTtena k asyxcnvpansHon OHK (AT k acOHK), IgG 850
i120 A12.06.055 AHTUTeNa K geamuamposaHHomMy rmunaguHy (DGP), IgG 1100
i101 A12.06.020.000.02 | AnTtnTena k gekap6okcunase rmoTammHoBon kucnoTsl (GAD) 2 000
i100 A12.06.039 AHTUTENA K UHCYIHY 1300
1139 A12.06.029 AHTUTENa K KapavonunuHy, IgA/IgM/IgG 1450
i089 A12.06.029.001 AHTUTEna K kapavonununy, IgG 1850
i090 A12.06.029.002 AHTUTENA K Kapanonunuiy, IgM 1850
i110 A12.06.045.000.01 |AnTutena k mmenonepokcuaase (MPO), IgG 1850
i111 A12.06.045.000.02 | AnTutena k npotenHase 3 (PR3), IgG; BbICOKOYYBCTBUTENbHBLIN METO, 1850
i082 A12.06.046 AHTUTENa K peLenTopam TMPeoTPonHoro ropMoHa (AT-pTTI) 2750
i080 A09.05.117 AHTuTENa K TMpeornobynuHy ( AT-TIN) 650
i081 A12.06.045 AxTuTeEna K Tupeonepokcuaase ( AT-TM0O) 700
i097 A12.06.056.001 AHTUTENa K TKaHEeBOW TpaHcrnytammniase, IgA 1250
i098 A12.06.056.002 AHTWTENA K TKaHEBOW TpaHcryTaMuHase, IgG 1600
i114 A12.06.075.001 AHTUTENa K dhocdaTuanncepury, IgG 2 150
i115 A12.06.075.002 AHTuTENa K hocparmanncepuny, IgM 2 150
i088 A12.06.030 AHTUTENa K dhocponmnuaam, IgG/IgM 1 600
i086 A12.06.052 AHTUTENa K UMKN1Yeckomy umMtpynuHosomy nentugy (CCP) 1800
i116 A12.06.053 AHTUTENa K yntonnasme HentpodunoB (ANCA) n 6azanbHon membpaHe

kny6oykoB noyku, 3 aHtureHa (GBM, MPO, PR3), I1gG 2 000
1158 A12.06.037 AHTUTena K umtonnasme Hentpogunos (PANCA n cANCA) IgG 2000
i138 A12.06.066 AHTUTENa K 9HAOMU3MIO, IgA 1700




P603

AHTuTEna knacca IgG k HykneokancugHomy N 6enky kopoHaBupyca SARS-

CoV-2, nonykonuyecteeHHoe onpeaenenne, Abbott, CLLUA 1450
P604 AHTuTena knacca IgM k S-6enky kopoHaBupyca SARS-CoV-2, IgM,

nonykonuyecTeeHHoe onpegenexve, Abbott, CLUA 1450
P611 AHTtuTena knacca IgM/IgG k kopoHasupycy COVID-19 (Anti-SARS-CoV-2

IgM/IgG), nonykonMyecTBEHHOE KOMMMEKCHOE onpeaenexHme 2 750
G007 AHTUTPOMOWUH |11 650
BO16 A09.05.250 AnonunonpotenH A1 AnoA-I 700
B017 A09.05.251 AnonunonpotenH B AnoB 700
B024 A09.05.041 AcnapraTt-ammHoTpaHcgepasa ACT 350
B093 A09.05.161 ACCOLMUPOBAHHbIN C 6EPEMEHHOCTLIO MnasMeHHbIN 6erok A (PAPP-A) 850
P208 A26.20.032.001 BaktepuanbHbii BarmHo3 (Gardnerella vaginalis / Atopobium vaginae /

Lactobacillus sp / konn4ecTBo KNEeTok), konmyecTeeHHoe onpegeneHve AHK 2 200
A081 A09.05.118.050 BapaHuHa (f88), IgE 650
B004 A09.05.014 BenkoBble pakumm (anbbymuHbl, anbgal-rnobynuHbl, ansga2-rnobynunHsbl,

6eTa-rnobynuHbl,ramma-rnobynuibl, A/I" KoaduumeHT) + obwmii 6enok 700
B142 A09.05.219 Benok S100 3900
E059 Bepunnun Be 400
B139 A09.05.245 Bera-2-MUKpOrno6ymnuH 1100
B009 A09.05.021 Bunupy6uH obwmn 300
B0O10 A09.05.022.001 BUnnpy6uH Npsimon 450
R0O19 Buoxummnyeckas gnarHoctnka aHemmn® 4 450
R0O0O7 Bruoxummyeckoe obcnegosanne (O6wmin 6enok, KkpeaTuHH, MoYeBas

Kncnota, ModeBMHa, GunnpyoumH obLnin, xonectepmH o6, Tpurnuuepunabl,

AJTT, ACT, weno4vHas docdaTasa, xeneso, Ca2+/Na+/K+/Cl-, rnokosa) 3800
R0O06 Bruoxummyeckoe obcnenosaHue (ctaHgaptHoe) O6wun 6enok, KpeatuHuH,

MoueBunHa, MoyeBas kucnota, bunmpyoumH obwmn, XonectepuH odLumn,

Tpurnuuepuabl, ANT, ACT, Mtokosa 2 500
R684 O6wmn 6enok,KpeaTnHuH,bunupyouH obwmmn,MovesuHa, bunmpybuH npsamon,

XonectepuHobwmn, miokosa,(AINT),ACT,ITT,WWenoyHasa dpocdaTtasa,Hatpun,

Kanun,Xnop. 3 000
E020 Bop B Bonochl 400
E047 Bop B HOrteBsble NNacTuHbI 400
P129 A26.06.011.001 Boppenuu (B.burgdorferi sensu stricto u B.afzelii), aHTutena knacca IgM

(Anti-Borrelia IgM), nonykonuyecTBeHHOE onpeaeneHue 1150
P128 A26.06.011.002 Boppenuu (B.burgdorferi sensu stricto, B.afzelii, B.garinii, pekomMbuHaHTbIN

aHTureH VISE B.burgdorferi), aHTutena knacca IgG (Anti-Borrelia IgG),

KONMYecTBEHHOE onpeaeneHne 1150
RO73 anti-HIV 1,2/Ag p24 (ka4.), HBsAg (kau.), anti-HCV (cymmapHoe) (kau.),

Syphilis RPR (kauy.), YporeHutanbHble nHdekumm y myxuunH (OHK N.

gonorrhoeae/ C. trachomatis / M. genitalium/T. vaginalis// U.

parvum/urealyticum/ M. hominis// C.albicans/glabrata/ crusei) (kon.) 4 000
RO74 anti-HIV 1,2/Ag p24 (kay.), HBsAg (kau4.), anti-HCV (cymmapHoe) (kau.),

Syphilis RPR (kau4.), anti-Treponema pallidum (cymmapHsble) (kau.), anti-HSV

1 Tuna IgG (n.kon.), anti-HSV 2 tnna IgG (n.kon.), anti-CMV IgG (kon.), anti-

Rubella virus IgG (kon.), anti-Toxo gondii IgG (kon.), anti-B19 IgG (kau.),

YporenuTanbHble nHdekunn y myxxdand (OHK N. gonorrhoeae/C.

trachomatis/M. genitalium/T. vaginalis//U. parvum/urealyticum/M. hominis//C.

albicans/glabrata/crusei) (kon.) 6 000
P147 A26.06.084.001 Bupyc Bapuuenna - 3octep, aHtutena knacca IgG (Anti-VZV 1gG),

NonyKonn4yecTBeHHoe onpeaerneHve 1000
P148 A26.06.084.002 Bupyc Bapuuenna - 3octep, aHtutena knacca IgM (Anti-VZV IgM),

NonyKonn4yecTBeHHoe onpeaerneHve 1100
P041 A26.05.026.001 Bupyc renatuta G (HGV), kadyectBeHHoe onpeaenerHme PHK 750
P012 A26.06.034.002 Bupyc renatuta A (HAV), aHTtuTena knacca IgG 750
P013 A26.06.034.001 Bupyc renatuta A (HAV), aHTuTena knacca IgM 1 000
P014 A26.05.020.001 Bupyc renatuta B (HBV), kayectBeHHoe onpeaenerne OHK 600
P0O15 A26.05.020.002 Bupyc renatuta B (Hepatitis B Virus), konudecteeHHoe onpegenerHne JHK

(nnasma KpoBwm) 4 500
P026 A26.06.035 Bupyc renatuta B, Be-aHTureH (HBeAg), kayecTBeHHOe onpeaeneHue 700
P025 A26.06.039.001 Bupyc renatuta B, aHTuTena knacca IgM k agepHomy aHTureHy (Anti-Hbcore

IgM), Ka4ecTBEHHOE onpefeneHue 850
P020 A26.06.036.001 Bupyc renatuta B, noBepxHOCTHbIM aHTureH (HBsAQ), kayecTBeHHoe

onpegeneHue 600
P021 A26.06.036.002 Bupyc renatuta B, noBepxHOCTHbIN aHTUreH (HBsAg), konnyectseHHoe

onpegenexHve 2700
P023 A26.06.040.002 Bupyc renatuta B, cymmapHble aHTUTEena K noBepxXHOCTHOMY aHTureHy (Anti-

HBs), konMyecTBeHHOE onpeaenexHne 750
P024 A26.06.039 Bupyc renatuta B, cymmapHble aHTutena k sgepHomy aHtureny (Anti-

HBcore), kKa4eCTBEHHOE onpefeneHue 700
P028 A26.05.019.001 Bupyc renatuta C (HCV), kayectBeHHoe onpeaeneHne PHK 850
P034 A26.06.041.002 Bupyc renatuta C (HCV), cymmapHblie aHtutena (Anti-HCV) kadectBeHHOE

onpegenexHve 800
P032 A26.05.019.004 Bupyc renatuta C (Hepatitis C Virus), kayectBeHHOe onpeaeneHne PHK

(ynsTpayyBCTBUTENbHbLIV METOL) 3900




P029 A26.05.019.002 Bupyc renatuta C (Hepatitis C Virus), konnyectseHHoe onpegenerne PHK

(nnasma Kposm) 4 000
P161 A26.06.047.001 Bupyc repneca 6 Tuna, aHtutena knacca IgG (Anti-HHV-6 1gG),

NONyKoNM4YeCTBEHHOE onpeaeneHme 1200
P0OO1 A26.05.021 Bupyc nmmyHogeduumta yenoBeka, CyMMmapHble aHTuTena k 1 n 2 tuny

Bupyca u antured p24 (HIV 1, 2 Ag/Ab p24 Combo) 800
P155 A26.06.056.001 Bupyc kopu, antutena knacca IgG (Anti-Measles IgG), nonykonuyectBeHHoe

onpegenexHve 1150
P062 A26.05.039.001 Bupyc kpacHyxm (Rubella virus), ka4yecteeHHoe onpeaenenve PHK 850
P064 A26.06.071.001 Bupyc kpacHyxu, aHTutena knacca IgG (Anti-Rubella 19G), konnyectseHHoe

onpegenexHve 850
P066 A26.06.071.003 Bupyc kpacHyxu, aHTutena knacca IgG (Anti-Rubella 19G), onpenenexue

MHOeKca aBugHOCTH 1900
P065 A26.06.071.002 Bupyc kpacHyxu, aHTutena knacca IgM (Anti-Rubella IgM), kayecTBeHHOe

onpeneneHune 850
P218 A26.20.009.012 Bupyc nanunnomsl yenoseka (HPV) BbiICOkOro oHkoreHHoro pucka (Tvnbl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), konmyecTBeHHOE onpegeneHne

OHK ¢ ykaszaHuem Tuna Bupyca 1200
P217 A26.20.009.003 Bupyc nanunnombl yenoseka (HPV) BbICOKOro OHkOreHHoro pucka (tTunbl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe konmyecTBeHHOe

onpegenernne OHK 1 050
P219 A26.20.009.013 Bupyc nanunnomsl yenoseka (HPV) BbiIcOkoro oHkoreHHoro pucka (tunsl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68), cymmapHoe konmyecTBeHHOEe

onpegeneHvne [JHK ¢ oTaenbHbIM KONMYeCcTBEHHbLIM onpeaeneHnem 16 n 18

TUMNOB BUpyca 1200
P215 A26.20.009.002 Bupyc nanunnombl yenoseka (HPV) BbICOKOro OHKOreHHoro pucka (tunbl 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 68),cymmapHoe Ka4eCTBEHHOE

onpegenexHve AHK 1050
P216 A26.20.009.010 Bupyc nanunnomsl yenoseka (HPV) BbICOKOro oHkOreHHoro pucka (tunsl 16,

18, 31, 33, 35, 39, 45, 51, 52,56, 58, 59), konuyecTBEeHHOE onpeaeneHne

OHK ¢ ykaszaHnem Tuna Bupyca 1 950
P377 A26.21.008.000.07 |Bupyc nanunnomsbl Yenoseka (HPV) Huskoro (Tunbl 6,11,44) 1 BbICOKOrO

OHKOreHHoro pucka (tunel 16, 18, 26. 31, 33, 35, 39, 45, 51, 52, 53. 56, 58,

59, 66, 68, 73, 82), konuyecteeHHoe onpeaenexHve [HK ¢ ykasaHnem Tuna

BUpyca (cockob 13 LepBuKanbHOro kaHana; cockob ns snaranuwia) "KeaHt

21" 1900
P213 A26.20.009.005 Bupyc nanunnombl yenoseka (HPV) tunbl 16/18, kayecTtBeHHOE

onpegenexHne AHK 550
P214 A26.20.009.006 Bupyc nanunnomsl yenoseka (HPV) Tunbl 16/18, konnyectBeHHoOe

onpegenexHve AHK 550
P212 A26.20.009.008 Bupyc nanunnomsl yenoseka (HPV) tunbl 6/11, kayecTBeHHOE onpeaeneHve

OHK 3 850
P042 A26.20.013.001 Bupyc npoctoro repneca 1 n 2 Tuna (HSV 1/2), kayectBeHHOe onpegeneHune

OHK 400
P047 A26.06.045 Bupyc npoctoro repneca 1 1 2 Tuna, aHtutena knacca IgG (Anti-HSV 1/2

IgG), nonykonuyecTBeHHOE onpegenexHune 750
P049 A26.06.046.002 Bupyc npoctoro repneca 1 1 2 Tuna, aHtutena knacca IgG (Anti-HSV 1/2

IgG), onpegeneHne nHaekca aBuaHoOCTH 1450
P048 A26.06.045.003 Bupyc npoctoro repneca 1 1 2 tTuna, aHtutena knacca IgM (Anti-HSV 1/2

IgM), nonykonuyecTBeHHOE onpeaeneHne 800
P045 A26.06.045.001 Bupyc npoctoro repneca 1 tuna (HSV 1), nonykonuyecTBeHHoe

onpegeneHve aHtuten knacca IgG 850
P046 A26.06.045.002 Bupyc npoctoro repneca 2 tuna (HSV 2), nonykonn4ecreseHHoe

onpegeneHne aHtuten knacca lgG 800
P157 A26.06.112.001 Bupyc annpgemudeckoro napotuta, aHtutena knacca IgG (Anti-Mumps IgG),

Ka4yeCTBEHHOE onpefereHve 950
P158 A26.06.112.002 Bupyc anngemnyeckoro napotuta, aHtutena knacca IgM (Anti-Mumps IgM),

Ka4yeCTBEHHOe ornpegerneHue 950
P151 A26.06.029.002 Bupyc SnwrenHa-bapp, aHtutena knacca lgG k kancugHomy aHTureHy (Anti-

EBV-VCA IgG), nonykonuyectBeHHOE onpeaeneHne 950
P154 A26.06.030 Bupyc SnwrenHa-bapp, aHtutena knacca lgG k paHHemy aHTureny (Anti-

EBV-EA IgG), nonykonvyectBeHHOe onpeaeneHne 800
P153 A26.06.031 Bupyc SnwrenHa-bapp, aHTutena knacca IgG k sgepHomMy aHtureHy (Anti-

EBV-NA IgG), nonykonuyectBeHHoe onpegenexHve 750
P152 A26.06.029.001 Bupyc SnwrenHa-bapp, aHtutena knacca IgM k kancugHomy aHtureny (Anti-

EBV-VCA IgM), nonykonn4yecTBeHHOE onpeaerneHme 750
B216 A12.06.085 ButamuH B1 (tnamun), BOXX-MC 2 850
B219 A12.06.088 ButamuH B5 (naHToteHoBas kucnota), BOXX-MC 2850
B220 A12.06.089 ButamuH B6 (nupmaokcuH), BAOXXX-MC 2 850
B215 A12.06.084 ButamuH C (ackopbuHoBsas kucnota), BOXX-MC 2 800
B282 ButamuH D, 1,25-OH (1,25-gurngpokcukansumdepon), BOXXX-MC 3900
B064 A09.05.235 ButamuH D, 25-OH (25-rugpokcukansundeport) 3900
B214 A12.06.083 ButamuH E (Tokodeporn), BOXX-MC 2 800
B213 A12.06.082 ButamuH K (dunnoxuHoH), BOXXX-MC 2 800
B211 A12.06.080 ButamuH A (petuHon), BOXXX-MC 2800
B061 A12.06.060 Butamud B12 (LinaHokob6anamuH)* 1200




B062 A12.06.060.000.21 |Butamun B12, akTueHbIN (XonoTpaHckobanamuH) 1700
P375 A26.06.093.000.03 |Bosbyautenu nepcuHmnosa, aHtutena knacca lgG (Anti-Yersinia enterocolitica

IgG) 750
P210 A26.20.048.001 Bosbyantenu kangmaosa (C.albicans/ C. glabrata/ C. crusei),konn4yecTeseHHoe

onpegenexHve AHK 800
P116 A26.06.077.001 Bosbygutens 6ptowHoro Tuda, aHtutena K Vi aHTureHy B peakumm

remarrntotnHaumm (Anti-Salmonella typhi Vi -a/r, PTTA),

NonyKonnu4yecTBeHHoe onpeaernexHve 650
P201 A26.20.022.001 Bosbyautens roHopeun (Neisseria gonorrhoeae), kauecTBeHHOE onpegeneHve

OHK 550
P209 A26.20.048 Bosbygutenb kaHanaosa (Candida albicans), kadecTBeHHOEe onpeaeneHune

OHK 700
P171 A26.06.014.003 Bos3byantenb kaHangosa, aHtutena knacca IgG (Anti-Candida IgG),

Ka4yeCTBEHHOe ornpeerneHue 1000
P096 A26.06.103.003 Bosbygutens kokniowa, aHtutena knacca IgA (Anti-Bordetella pertussis I1gA),

Ka4yeCTBEHHOE onpefeneHme 1150
P094 A26.06.103 BosbyguTtenb kokntowa, aHtutena knacca lgG (Anti-Bordetella pertussis 1gG),

KONMYEeCTBEHHOE onpeaeneHmne 1150
P095 A26.06.103.002 Bos3byautenb kokntowa, aHtutena knacca IlgM (Anti-Bordetella pertussis

IgM), KayecTBeHHOe ornpegeneHue 1150
PO06 A26.06.082.001 Bosbyautens cudpunuca (Treponema pallidum), aHTUKapAMONUNUMHOBLIN TECT 700
P0O10 A26.20.025.001 Bos3byantens cugpunuca (Treponema pallidum), kayecTBeHHOE onpepeneHne

OHK 500
PO09 A26.06.082.002 Bosbyagutens cudumnuca (Treponema pallidum), cymmapHblie antutena (IgG u

IgM) 750
P068 A26.05.013.001 BosbyguTtenb Tokconnasmosa (Toxoplasma gondii), kauecTBeHHOE

onpegenernne OHK 600
P069 A26.06.081.001 Bo3byantenb Tokconnasmosa, aHtutena knacca IgG (Anti-Toxoplasma gondii

IgG), konuyecTBeHHOE onpegenexHne 550
PO70 A26.06.081.002 Bos3byautenb Tokconnasmosa, aHtutena knacca IgM (Anti-Toxoplasma gondii

IgM), kayecTBeHHOE onpeaeneHne 550
P140 A26.06.079 BosbyguTtenb TpuxmnHennésa, aHtutena knacca lgG (Anti-Trichinella spiralis

IlgG), nonykonmMyecTBeEHHOE onpeaeneHne 1 000
P204 A.26.20.026.001 Bos3byautenb TpuxomoHo3sa (Trichomonas vaginalis), kauectBeHHoe

onpegenexHve AHK 550
G010 BonyaHOYHbI aHTUKOArynsiHT 1 800
R936 BIMY-MATlM-TecT xnakocTHbIM (Komnnekc Tectos: BIMY pacwmpeHHbIn ¢

onpegeneHnemM Konnm4ecTsa 1 Tuna Bupyca (HU3KOro 1 BbICOKOrO OHKOTE€HHOMO

pucka «KaHT-21»)+IMAll-TecT) 4 600
C009 B03.016.063 BIMY-MNATlM-TecT xnakocTHbIM (komnnekc Tectos:BIMY paclwumpeHHbIn ¢

onpegeneHnem konudecTea n tmuna supyca +IMAIN-tecr) 3 000
C008 A26.20.012.999 BlMY-TecT paclumpeHHbIN XNMOKOCTHBIA (C onpegeneHnemM KonuyecTsa U tuna

BMpyca) 1200
P730 BlMY-TecT paclumpeHHbIV XMOKOCTHbIN (KonuyecTBeHHoe onpeaenexve OHK

BMpYCa Nanunfombl YENOBeEKa C yKasaHneM Tuna BMpyca HU3KOro (Tunbl

6,11,44) n Bbicokoro (Tunsbl 16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56, 58,

59, 66, 68, 73, 82) OHKOreHHOro pucka, «KBaHt-21») 2 800
i130 A12.30.012.009 BbisiBneHne annens reHa rnaBHOro KoMmnnekca ructocoemectumoctn HLA-

B27 2 500
P781 BbisiBneHune, reHoTunnpoBaHue n konmyectseHHoe onpeaenenune OHK BIMNY

(Bupyca nannnnomel Yenoseka, HPV, Human Papillomavirus) Bbicokoro u

HW3KOro KaHueporeHHoro pucka, 16 tunos (6, 11, 16, 18, 31, 33, 35, 39, 45,

51, 52, 56, 58, 59, 66, 68) 1900
B025 A09.05.044 Famma-rnyTamuHTpaHcdepasa MT 250
BO39 A09.05.079 ranTornobuH 750
P207 A26.20.030.001 FapaHepenna (Gardnerella vaginalis), kadyecTeeHHoe onpeaenexve JHK 400
B311 FacTpuH** 1 550
P059 lepnecsupycol (Bupyc npoctoro repneca 1 n 2 tuna/Lljutomeranosupyc),

KayecTBeHHoe onpegenenue JHK 600
B021 A09.05.083 [MuKnpoBaHHbIv remorno6uH (HbA1c) Mlemorno6uH Alc 750
B105 A09.05.160 Mo6ynuH,cBsA3bIBaOLLMI nonosbie ropmoHbl (FCII) 750
B179 A09.28.011 [nioko3a (B pa3oBo Moye) 250
BO19 A09.05.023 [Mtoko3a KpoBb 350
BO73 A09.28.011 IMoKko3a Moya 250
B041 A09.05.214 FomoumcTenH* 1 900
G001 Mpynna kposu 1 Rh-cbakTop 1 300
B100 A09.05.149 Oernapoannanapoctepon-cynbdar (AFr3A-C) 700
R046 AT k kapguonunuHy 1gG (kon.), AT k kapguonununy IgM (kau.), AT k B2

rnukonpoTenHy | IgG (kon.), AT k B2 rmukonpoTteunny | IgM (kau.),

BO/MYaHOYHbIN aHTUKOArynaHT 6 200
C016 OunarHocTvika acnvpara nonocTv Matku (4o 5-Tm crekon) 1200
R023 XKeneso, OXKCC, HXCC, TpaHcheppuH, [NpoueHT HacbIWeHns

TpaHcdeppuHa xenesom, O6LWwmMN aHanua kposu (6e3 nenkounTapHoOn

dopmynbl n 6e3 COJ) 2 500




R020

XKeneso, TpaHcdeppuH, PeppuTuH, MNpoueHT HacbiWweHna TpaHcdepprHa

xenesom, PeTukynountbl 2 600
C015 A08.20.015 [narHocTvka 3a6onesaHyin MONoYHOM xXenesbl (4o 5-T1 cTekon) 1400
C014 A08.30.028.001 OunarHocTvka 3a6oneBaHnin MOYenonoBon CUcTeMbI (40 5-Tn cTekon) 850
R064 [wnarHocTnka napasuTapHbIX MHBa3ui, PpacnpoOCTPaHEHHbIX B CpeaHen nosioce

(anti-Giardia Lamblia (cymmapHsble: IgG, IgM, IgA) (kau.), anti-Toxocara 1gG

(n.kon.), anti-Ascaris lumbricoides IgG (n.kon.)) 2 500
C012 A08.30.028 [narHocTnka nopaxeHus KOXun, nccrnegoBaHme cockoboB 1 oTne4vaTkoB

3p03UK, paH, CBULLEN (00 5-n cTekon) 1 050
R051 PesmaTongHbi cpaktop, AT K LMKIMYECKOMY LUTPYNIMHOBOMY nenTtugy (kon.),

AT kK MOAMULMPOBAHHOMY LMTPYINIMHUPOBAHHOMY BUMEHTUHY (kau.), AT K

peBmaromgHomy daktopy IgM (kau.) 4 200
R021 XKeneso, TpaHcdeppuH, MNpoUeHT HaCkILWEeHUa TpaHCheppUHa XXenesom 1200
R028 AdnarHocTnka yHKUMM neveHm 1500
R0O12 OuarHoctuka YHKLMU LUTOBUAHOM Xenesbl (paclumpeHHas) 2 250
B103 A09.05.150 AurnapotectoctepoH (AT) 1 950
R052 MoueBas kucnota, C-peakTuBHbIN BenokK (BbICOKOYYBCTBUTENBHbLIN METOA),

PesmaTtongHbin haktop, AHTUCTpentonmnamH-O ASI-O, anti-Chlamydia

trachomatis IgG (n.kon.), anti-Chlamydia trachomatis IgA (n.kon.), anti-

Yersinia pseudotuberculosis n anti-Yersinia enterocolitica (n.kon.) 6 300
P019 A26.05.020.006 OHK HBV (konnyecTBeHHOE yrbTpadyBCTBUTENbHOE UCCeoBaHmne) 3900
B165 A09.28.034.005 JlodamnH B cyTo4HOM Mode, BOXKX 2 000
B0S3 A09.05.007 YKeneso CbIBOPOTKM 300
B149 A09.05.129 YKenyHble KUcnoTbl 3450
C046 XKunakocTHas LMToNormsa NyHKTaToB ApYyrMx OpraHoB 1 TkaHen (3a 1

KOHTENHep) 2 400
C044 XKugkocTHas unTonorusa NyHKTaToB MOMOYHOM xenesbl (3a 1 KoHTelrHep) 2400
C043 XXnOKOCTHas LMTONOrMSA NyHKTaToB LWMTOBUAHON Xenesbl (3a 1 KOHTENHeP) 2 400
Cc024 A08.20.017.001 YKngkoctHas untonorus. Liutonornyeckoe nccrnegoBaHme cockoba Lenkm

MaTKku 1 LiepBUKanbHOro kaHana 2 250
R652 YKupopacteopumble ButammHbl (A, K, E, 25-OH sutamuu D) 7 900
R086 anti-Helicobacter pylori IgG (kon.), anti-Toxocara IgG (n.kon.), anti- Ascaris

lumbricoides IgG (n.kon.), Ca2+, marHmm, UnHk, xxeneso, TTT,

aHgpocTeHanona rmoKOPoHUA 4 500
RO87 anti-Helicobacter pylori IgG (kon.), anti-Toxocara IgG (n.kon.), anti- Ascaris

lumbricoides 1gG (n.kon.), Ca2+, MmarHun, uuHK, xeneso, TTT,

aHOpPOCTEHAMONA IOKOPOHUA, MMNKO3UNNPOBAHHbIN reMOrnobuH,

acceHUmanbHble MUKpoanemMmeHTbl (komnnekc 4): Kobanest, MapraHeu, Megp,

CeneH 6 500
i011 A09.05.054.002 MmmyHornobynuHel knacca A (IgA), o6umn 350
i013 A09.05.054.004 NmmyHornobynuHel knacca G (IgG), o6uinit 300
i012 A09.05.054.003 NmmyHorno6ynuHel knacca M (IgM), obLuii 300
A001 A09.05.054.001 NmmMyHorno6ynuHbl knacca E (IgE), o6wmi 650
C036 MMMyHOUMTOXMMUYECKOE nccrnegoBaHne (1 Mapkep no cornacoBaHuio) 4 000
B092 A09.05.203 NHrmbuH B 2 900
B119 A09.05.056 NHcynun* 700
B116 A09.05.204 NHcynuHonogo6HbIn dpakTop pocta-1 (ComatomeanH-C) 1300
R040 MHCYNNMHOPE3NCTEHTHOCTb 950
Co017 A08.09.010 MccnepgoBaHue acumTuyeckomn, nneBparnbHON, CUHOBUATbHOWN XXUOKOCTMH,

CMMHHOMO3roBas XXWAKOCTb, COAEPXUMOIO KUCT (32 1 KOHTENHED) 850
P344 WccnepnoBaHne buoueHosa yporeHuTansHoro Tpakta (Pemodnop-8):

KoHTponb B3saTMs matepuana/ Obwasn 6aktepmanbHasn macca/ Lactobacillus

spp./ Enterobacterium spp./ Streptococcus spp./ Gardnerella vaginalis +

Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma

genitalium/ Mycoplasma hominis/ Candida spp. 1950
P357 NcecnepnoBaHne GuoueHosa yporeHuTanbHoro Tpakta (Pemodnop-CkpuH):

KoHTponb B3aTua matepuana/ Obwasa 6akrepmnansHan macca/ Lactobacillus

spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp./ Candida

spp./ Ureaplasma spp./ Mycoplasma hominis/ Mycoplasma genitalium/

Trichomonas vaginalis/ Neisseria gonorrhoeae/ Chlamydia trachomatis/

Cytomegalovirus (CMV)/ Herpes Simplex Type 1 (HSV-1)/ Herpes Simplex

Type 2 (HSV-2) 2 500
P336 WccnepgoBaHune GuoueHos3a yporeHuTanbHoro Tpakta y My>kumH (AHgpodnop-

16): N'eHomHasn [QHK yenoseka / Obwasn 6akrepmanbHasa macca / Lactobacillus

spp. / Staphylococcus spp. / Streptococcus spp. / Corynebacterium spp. /

Gardnerella vaginalis / Ureaplasma urealyticum / Ureaplasma parvum /

Mycoplasma hominis / Enterobacteriaceae spp.+Enterococcus spp. / Candida

spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria

gonorrhoeae / Chlamydia trachomatis 3 000




P337

WccnenoBaHune GuoueHo3a yporeHUTanbLHoro Tpakta y My>4uH,
pacwupeHHoe (AHgpodgnop-24): N'eHomHas OHK yenoseka / Obwas
bakTepuanbHas macca / Lactobacillus spp. / Staphylococcus spp. /
Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis /
Atopobium cluster / Megasphaera spp.+Veilonella spp.+Dialister spp. /
Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma urealyticum
/ Ureaplasma parvum / Mycoplasma hominis / Bacteroides spp.
+Porphyromonas spp.+Prevotella spp. / Anaerococcus spp. /
Peptostreptococcus spp.+Parvimonas spp./ Eubacterium spp. / Pseudomonas
aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus spp /
Enterobacteriaceae spp.+Enterococcus spp. / Candida spp. / Mycoplasma
genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia

trachomatis 3 250
P345 WccnenosaHne GuoueHos3a yporeHuMTanbHOro TpakTa, paclumpeHHoe

(Pemochnop-16): KoHTponb B3aTna matepuana/ Obwas 6akrepmanbHas

mMacca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./

Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia +

Porphyromonas spp,/ Eubacterium spp./ Sneathia spp. + Leptotrichia spp. +

Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./

Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. + Corinebacterium

spp./ Peptostreptococcus spp./ Atopobium vaginae/ Mycoplasma genitalium/

Mycoplasma hominis/ Ureaplasma spp./ Candida spp. 3 000
C034 WccnepoBaHue maska-otnevartka ¢ BHyTpMMaToyHoM cnnpanu (4o 5-tm

CTEKOS) 1200
Cco18 WccnenoBaHne matepuana, nory4yeHHoro npy onepaTmBHbIX

BMeLLaTenbcTBax (40 5-Tn cTekon) 1200
L043 A09.28.055.008 MccnegoBaHne Mo4um Ha BbisiBNieHUE ynoTpebneHms CUHTETUYECKNX

kaHHabuHongos "Cnawncos", metog 'X-MC 1 550
C019 A08.06.005 WNcecnegosaHve nyHKTaTta nuMmdatnyecknx yanos (4o 5-tm ctekon) 850
C021 MccnenoBaHve 9HAOCKONUYECKOro Matepuana (4o 5-1m ctekon) 1200
E056 Kagmun Cd 400
K021 A09.19.001.001 Kan Ha ckpbITyto kpoBb (Colon View), obHapyXeHne remornobuHa um

remMornobuH/ranTornobMHOBOro KOMMEKca B Kane 1100
K020 A09.19.001 Kan Ha ckpbITyto KpoBb (6e3 AneTsl) 1100
B082 A09.19.012 Kan Ha yrnesoab! 1450
K022 A26.19.010 Kan Ha sinya renbM1MHTOB 850
BO77 A09.28.012 Kanbuwmn 300
B056 A09.05.206 Kanbumin noHnsnposaHHbiin (Ca2+) 550
E064 Kanbuuit Horresble NNacTUHBI 400
B054 A09.05.032 Kanbunn obLuinn 300
B118 A09.05.119 KanbUUTOHNH** 1200
LO37 A09.28.055.003 KaHHabuHonabl B Moye (noaTBepXaatoLlee KOnMYecTBEHHOE onpeaeneHune),

metopn 'X-MC 1 550
B272 KaTtexonamuHbl B KpOBUW: agpeHanvH, HopagpeHanuvH, foamMuH - 3

napametpa, metog BOXX 2 450
B298 KaTexonamuHbl B pa3oBOM MoYe: agpeHanunH, HopaapeHanuH, goamuH - 3

napametpa, metog BOXX 3400
B171 A09.28.034.009 KaTtexonamuHbl B CyTOMHOM MoYe - 3 napameTpa: AApeHanvH,

HopagpeHanvH, Jodamun; BOXX 2 450
B170 A09.28.034.008 KatexonamuHel B cytodHon move: AOPEHAITNH, HOPAOPEHAIINH (2

napametpa). Metog B3XX. 4 800
B027 A09.05.175 Kucnas cpocdpartasa 500
K001 B03.016.003 KnuHnyecknii aHanus kposu (06LLMI aHanNn3 KPOBM C NTENKOLIUTApPHOM

dopmynon n COJI) 800
R580 Koarynorpamma, paclmpeHHas 3 900
E052 Ko6anbt Co 400
P173 A26.20.034.001 KomnnekcHoe uccnegosanme UMMM (Chlamydia trachomatis, Mycoplasma

genitalium, Neisseria gonorrhoeae, Trichomonas vaginalis), konnyecTseHHoe

onpegenexHne OJHK 1900
C035 KomnnekcHoe nccnenoBaHne cockoba LWenKkM MaTku U LepBrKanbHOro

KaHana MeToAoM XUAKOCTHOM LIMTONOMMKN C UccregoBaHnem Koakcnpecum

oHkobenkoB p16 (p16-ink4a) n Ki67 5 500
R653 KomnnekcHbIn aHanua Ha BogopacTeopumble ButamuHel (C, B1, B2, B3, BS,

B6, dponnesas kucnota (B9), B12 14 300
K019 B03.016.010 Konporpamma 750
B122 A09.05.135 KopTuson 550
B123 A09.28.035 KopTuson Moua (cyToyHast) 550
Co11 Koakcnpeccus oHkoGenkos p16/Ki67, MMMyHOLMTOXUMUS 4 700
BO70 A09.28.006 KpeaTuHuH ( cyTodHas moya) 250
B176 A09.28.006 KpeaTuHuH (B pasoBoi Moye) 250
BOO5 A09.05.020 KpeaTuH1H KpoBb 350
B006 A09.05.020.001 KpeaTnHuH, ckopocTb knyboukoBon counstpaumm (CK®D) no popmyne

Kokpodra-lonta 200
BO34 A09.05.043 KpeaTuHkuHasa obLuas 400
B035 A09.05.177 KpeaTtuHknHasa-MB* 500




B033 A09.05.039.001 NaktatoervpporeHasa 1 dpakums JIAC 1-dpakums 250
B032 A09.05.039 NaktatoervpporeHasa NAC 250
B126 A09.05.159 NenTuH 1 450
B031 A09.05.173 Nunasa 600
R755 NvnugHein Npodunb: CKPUHWHT (XonecTepunH obLwuin; XonectepuH

NUNONpPoOTENHOB BbICOKOM NNTOTHOCTU; XONECTEPUH NTMNONPOTENHOB HU3KOMN

nnotHocTw; Tpurnuuepuabl;He JIMNBIM-xonecTtepuH (3akasbiBaeTcsi BMecCTe C

XonectepuH obwmn u JIMNBIT) 1100
BO15 A09.05.027 NunonpoteuH (a) JN(a) 1 900
E019 Nutun Li 1400
B085 A09.05.131 MoTenHnaupyoLmin ropmoH (J1) 650
B059 A09.05.127 Marnun Mg 300
B169 MeTabonuTbl KaTexonaMMHOB U CEPOTOHMHA B CYTOYHOW MOYE:

BaHUNunNMuHaanesas kucnota (BMK), romoBaHununHosas kucnota (BK), 5-

okcunHgonykcycHas kucrnota (5-OUNYK), komnnekcHoe ucnegosaHue, BAOXX,

X-MC 3 400
B168 A09.28.034.007 MeTaHedppuH 1 HopmeTaHedpuH B cyToHHON Moye (obue: cBobGoaHbIe +

cBsA3aHHble), BOXKX 3 200
B167 A09.28.034.006 MeTtaHedpuH n HopmeTaHedpuH B CyTOMHON MoYe (cBoBoaHbIe bpakumm),

B3OXX 3100
P189 A26.28.017.001 Mukonnaama (Mycoplasma genitalium), kadyecteeHHoe onpegeneHve OHK 650
P190 A26.20.027.001 Mwukonnasma (Mycoplasma genitalium), konuyectseHHoe onpeaenexne JHK 800
P187 A26.21.032.001 Mwukonnasma (Mycoplasma hominis), kayecteeHHoe onpeaeneHve JHK 700
P188 A26.20.028.002 Mukonnasma (Mycoplasma hominis), konudyecteeHHoe onpegenexvie OHK 800
P196 A26.06.138.002 Mwukonnasma, aHtuTena knacca IgA (Anti-Mycoplasma hominis IgA),

Ka4yeCTBEHHOe ornpegerneHue 850
P194 A26.06.057.997 Mukonnasma, aHTutena knacca IgG (Anti-Mycoplasma hominis 1gG),

Ka4yeCTBEHHOEe onpefeneHune 650
P104 A26.06.057.000.02 |Mwukonnasma, aHTuTena knacca IgG (Anti-Mycoplasma pneumoniae IgG),

KONMYEeCTBEHHOE onpeaeneHmne 750
P195 A26.06.138.001 Mwukonnasma, aHtuTtena knacca IgM (Anti-Mycoplasma hominis IgM),

Ka4yeCTBEHHOE onpefeneHune 750
P106 A26.06.057.000.01 |Mukonnasma, aHtTuTena knacca IgM (Anti-Mycoplasma pneumoniae IgM),

Ka4yeCTBEHHOE onpefeneHme 750
P193 A26.20.033.001 Mukonnasmbl, KoMmnrekcHoe uccregosanune (Ureaplasma urealyticum,

Ureaplasma Parvum, Mycoplasma hominis), konuyectBeHHOe onpeaeneHne

OHK 800
B069 Mwkpoans6yMuH 500
MO013 A26.21.001 MUKpOCKONMYecKoe UccrnefoBaHne Ha OUMIOKOKK 850
MOO01 A09.20.001 MWKpOCKONMYECKoe UCCrefoBaHne XEeHCKOro Maska (3 TOYKK) 850
MO005 A09.20.001.004 MuKpocKonMyeckoe nccrnegoBaHve Maska U3 Briaranviia 850
MO003 A09.20.001.005 MWKpOCKONMYeCcKoe UccrneaoBaHne Maska 13 Braranuiia v yperpsi 850
M002 A12.20.001.001 Mukpockonuyeckoe nccnegoBaHme Maska U3 snaranuviia n LepBuKkanbHOro

KaHana 850
MO0O07 A09.20.001.007 Mwukpockonuyeckoe nccnegoBaHne mMaska U3 Bnaranuiia ¢ oKpackom rno

pamy (c oueHkow no wkane HotogxeHTa) 850
MO006 A09.20.001.003 Mwkpockonuyeckoe 1ccrnefoBaHe Maska U3 ypeTpbl Y XKEHLUMH 850
MO10 A12.21.003 MWKpPOCKOMMYECKOE MCCreaoBaHe Maska U3 YpeTpbl Y MyX4uH 850
MO004 A09.20.001 002 MWKpOCKONMYECKoe UCccrneaoBaHne Maska 13 LIepBMKanbHOro kaHana 850
MO008 A09.20.001.006 Mwukpockonuyeckoe nccrnegoBaHne mMmaska u3 LepBuKanbHOro kaHana u u3

Bnaranvia ¢ okpackou no 'pamy (¢ oueHkoun no wkane HotomkeHTa) 850
MO11 A12.21.004 MWKpOCKONMYECKoe UCCrneaoBaHne Maska C KpanHewn nrioTtu 850
MO009 A12.21.005 MWKPOCKOMMYECcKoe UCCrefoBaHne cekpeTa NpeacTaTenbHON Xenesbl 850
B049 A09.05.006 Mwuorno6mH 1100
B178 A09.28.010 MoueBas kucrnora (B pa3oBoii Moye) 300
B0O08 A09.05.018 MoyeBasi KUcnoTa KpoBb 250
B072 A09.28.010 MoyeBas kucnoTta mo4a (CyTo4Has) 300
B177 A09.28.009 MoueBuHa (B pa3oBoii Moye) 250
BOO7 A09.05.017 MoueBuHa KpoBb 350
BO71 A09.28.009 MoyeBrHa mo4a(cyTo4Has) 250
E054 Mbilbsak As 400
D108 HacnegcteeHHbI remoxpomatos. OnpegeneHne reHeTU4ecKnx

nonMMopdun3MoB, aCCOLMMPOBAHHbBIX C PUCKOM Pa3BUTUSA reMoxpomartosa (3

nonumopdguama): HFE (His63Asp; H63D), HFE (Cys282Tyr; C282Y), HFE

(Ser65Cys) 4 050
D152 A12.30.012.016 HacneacTBeHHbIN pak MOMOYHOM Xenesbl N ANYHUKOB, UccrneoBaHne

myTaumn B reHax BRCA1 n BRCA2 (8: BRCA1 185delAG; BRCA1 300T>G

(C61G); BRCA1 2080delA; BRCA1 4153delA; BRCA1 5382insC; BRCA1

3819delGTAAA, 3819_3823delGTAAA; BRCA1 3875delGTCT,

3875 3878delGTCT; BRCA2 6174delT), ¢ 3akntodYeHneM Bpada-reHeTuka 6 300
BOS57 A09.05.034 Hatpuin (Na+), Kanui (K+), Xnop (Cl-) 550
BO78 A09.28.014 Hatpuit (Na+), Kanuin (K+), Xnop (ClI-) 300
B183 Hatpwuit, Kanuii, Xnop (B pasoBoi Moue) 300




B138 A09.05.246 HewpoH-cneunduyeckas eHonasa (NSE)** 1950
B046 A12.05.011 HeHacbllLeHHas )enesocssasblBaoLas cnocobHOCTb cbiBopoTku (HXCC) 550
B164 A09.28.034.004 HopagpeHanuH B cyTo4HON Mode, BOXKX 2 000
K005 B03.016.003 O6wmn aHanus kposu (OAK) ¢ nenkoumtapHon copmynomn (Complete Blood

Count) (6e3 COJ) 800
K006 B03.016.002 06w aHann3 KpoBu 6e3 NenKkoLUTapHON opMyrbi 350
K014 B03.016.006 OB6LLMit aHann3 MOYM C MUKPOCKONMen ocaka 700
K015 B03.016.006 O6LMIN aHanU3 MOYM C MUKPOCKONMEN ocaaka(2-x cTakaHHas npoba) 800
B175 A09.28.003 O6umin Genok (B pasoBon Mo4e) 250
B0OO1 A09.05.010 O6Lumit 6enok KpoBb 400
B068 A09.28.003.002 O6Lmn 6enok Mmoya ( cyToyHast) 250
R500 KomnnekcHas buoxmmmns 3 050
D184 Onpegaenexve mytauum V617F B reHe JAK2 (kayecTBeHHOE) 2750
D185 A27.05.012.001 Onpegenenve mytaumm V617F B reHe JAK2 (konuyecteeHHoe) (A27.

05.012.001, A27.05.001) 2750
B229 Onpegenenne Omera-3 nHgekca 4 900
L049 A09.05.229 Onpepnenexue yrnepoa-ageduumTtHoro TpaHcdeppuHa (CDT), metog BOXKX 3900
B065 A09.05.224 OcTeokanbumH* 1 450
B084 A09.19.010 MaHkpeaTnyeckas anacrasa-1 3900
B117 A09.05.058 MNapaTupeonaHbIn ropmMoH 1150
RO33 MepoparnbHbIi rMOKO30TONEePaHTHbIN TECT 1250
R034 [MepopanbHbIV MOKO30TONEPAHTHbIN TECT (24-28 Heaenb 6epeMeHHOCTI) 1250
R035 [MepopanbHbIv MOKO30TONEPAHTHbIN TECT (PacCLUMPEHHbIN) 2 000
B098 A09.05.249 MnaueHTapHbIN NakToreH 1100
B099 A09.05.249.001 MnaueHTapHbIn daktop pocta (PLGF) 4 500
P252 A26.20.008.004 lMoceB Ha BGeTa-remonUMTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus

agalactiae) 1 000
P253 A26.20.008.005 MoceB Ha BeTa-remMonUTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus

agalactiae) c onpegeneHmem 4yBCTBUTENBHOCTM K @aHTUMUKPOOHbBIM

npenaparam 1250
P221 MoceB GMONOrMYECcKMX XXMAKOCTEN HA CTEPUIIBHOCTb C OnpeaeneHnem

YyBCTBUTENbBHOCTU K aHTUMUKPOOHbLIM npenapartam ¢ Bblgaden MIMK (MIC) n

pac4éToMm nHaekca apPEKTUBHOCTM U NPOTUBOrPUOKOBLIM NpenapaTtam npwm

BblSiBNeHUn Bo30byamTens 5000
P229 lMoceB 13 paHbl Ha a3pobHYO 1 aKkynLTaTUBHO-aHA3POBHY0

GakTepuanbHyto ropy ¢ onpeaeneHmem YyBCTBUTENBHOCTU K OCHOBHOMY

CNeKTpy aHTUMUKPOBHbIX NpenapaToB 1450
P220 [MoceB KpOBW Ha CTEPUIBHOCTL C onpeaeneHnemM Y4yBCTBUTEINbHOCTU K

aHTUMUKPOBHBIM NpenapaTtam ¢ Bbigaven MIK (MIC) n pac4éTom nHaekca

3(ppeKTMBHOCTU U NPOTMBOrPUBKOBLIM Npenapartam npu BbIABIIEHUN

BO30OyauTens 4 000
P239 A26.28.003.001 MoceB Moun Ha aspobHYy0 1 hakynbTaTUBHO-aHa3pobHyo BakTepuanbHyo

MUKpPOGNopy C onpeaeneHmeM YyBCTBUTENbHOCTU K PaCLUMPEHHOMY CNEKTPY

aHTUMUKKPOBHbLIX NpenapaToB ¢ Bblgadven MIMK (MIC) n pacyétom nHagekca

3hPEKTUBHOCTH 2 650
P241 MoceB MoYM Ha aspobHYyIO 1 (hakynbTaTUBHO-aHA3POOHY BakTepnanbHyo

MUKPOIIopy € onpeaeneHnem YyBCTBUTENbHOCTU K paCLUMPEHHOMY CNEKTPY

aHTUMUKPOBHBLIX NpenapatoB ¢ Bblgadven MIMK (MIC) n pacyétom nHaekca

agppekTMBHOCTU N BakTepruodaram 2700
P457 Moces Ha Chlamydia trachomatis 1450
P458 MoceB Ha Chlamydia trachomatis ¢ onpegeneHnem 4yBCTBUTENBHOCTU K

aHTUBNOTUKAM 2 800
P243 A26.20.005 MocesB Ha M. hominis n Ureaplasma spp. ¢ onpegeneHnemM 4yBCTBUTENbHOCTH

K aHTMMWKPOOHbLIM npenaparam 2 000
P250 MoceB Ha aHaspobbl C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM

npenaparam 1450
P238 A26.28.003 MoceB Ha a3pobHyo U hakynbTaTMBHO-aHa3POOHY0 BakTepuanbHyto driopy

C onpeneneHnemM 4yBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX

npenapaTos 1450
P246 MoceB Ha aspobHyto U hakynbTaTUBHO-aHa3POOHY BakTepuanbHyto driopy

C onpeneneHnemM YyBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMUKPOOHbIX

npenapaToB 1 6aktepnodaram™*** 1400
P240 lMoceB Ha aspobHyo U dhakynbTaTUBHO-aHa3PObHY0 BakTepmanbHyto driopy

C onpeneneHnemM 4yBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMUKPOOBHbIX

npenapaToB 1 6aktepnodparam 1450
P262 MoceB Ha aspobHyo U hakynbTaTUBHO-aHa3POOHY0 BakTepuanbHyto driopy

C onpeneneHnemM 4yBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMUKPOOBHbIX

npenapaTtos™*** 1 000
P244 A26.20.008.000 MoceB Ha a3pobHyo U hakynbTaTMBHO-aHa3POOHY0 BakTepumanbHyto driopy

C onpeneneHnemM 4yBCTBUTENbHOCTM K OCHOBHOMY CMEKTPY aHTUMUKPOOBHbIX

npenapaTos™*** 1900
P261 A26.08.015.001 lMoceB Ha BeTa-reMonMTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group

A, S.pyogenes) c onpegeneHnem 4yBCTBUTENBHOCTU K aHTUMUKPOGHbIM

npenaparam 1250




P228 A26.04.001 MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpeaeneHmemM YyBCTBUTENBHOCTM K

aHTUMWMKPOBHbBIM NpenapaTam 1450
P289 A26.26.002 MNMoces Ha roHokokk (N. gonorrhoeae) ¢ onpeaeneHnem 4yBCTBUTENBHOCTU K

aHTUMUKPOBHLIM Npenaparam 1450
P249 A26.20.002 MoceB Ha roHokokk (N. gonorrhoeae) ¢ onpeaeneHmemM YyBCTBUTENbHOCTU K

aHTMMUKPOOBHLIM Npenaparam 1450
P226 MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida n apyrux) ¢

onpegeneHnem YyBCTBUTENbHOCTN K aHTUMUKOTUYECKUM NpenapaTam 1400
P242 A26.28.007 MoceB Ha gpoxokenonobHble rpnbsl (pogos Candida n apyrux) ¢

onpegeneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKMM Npenaparam 1400
P248 A26.20.016 MoceB Ha gpoxekenonobHble rpnbsbl (pogos Candida n gpyrmx) ¢

onpegeneHnem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM NpenapaTam 1400
P267 MoceB Ha gpoxokenogobHble rpnbsl (pogos Candida n apyrux) ¢

onpegeneHnem YyBCTBUTENbHOCTN K aHTUMUKOTUYECKUM NpenapaTam 1400
P281 A26.25.004 MoceB Ha gpoxokenonobHble rpnbsl (pogos Candida n apyrux) ¢

onpegeneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKMM NpenapaTtam 1400
P287 A26.26.022 MoceB Ha gpoxekenonobHble rpmnbsl (pogos Candida n gpyrux) ¢

onpegeneHnemM YyBCTBUTENbHOCTU K aHTUMUKOTUYECKMM NpenapaTtam 1400
P300 A26.19.009 lMoceB Ha gpoxokenogobHble rpnbsl (pogos Candida n apyrux) ¢

onpegeneHnem YyBCTBUTENbHOCTN K aHTUMUKOTUYECKUM NpenapaTam 1400
P297 Moces Ha nepcuHum (Yersinia enterocolitica) ¢ onpegeneHnem

YYBCTBUTEIbHOCTU K aHTUMUKPOOHBLIM npenaparam 1400
P251 Moces Ha nucTepum (Listeria monocytogenes) ¢ onpeaeneHnem

YYBCTBUTEITbHOCTU K aHTUMWKPOOHBLIM Npenaparam 1250
P292 [MoceB Ha NaTOreHHy KULWEeYHY dnopy (Lurensnbl, canbMoHensnsl) (nepeq

rocnutTanusaumen, Npyu MeANLMHCKOM 06cneaoBaHum No NokasaHusam) 1400
P247 lMoceB oTAENAemMoro nosioBbIX OPraHoB Ha aspObHY0 N haKynsTaTUBHO-

aHaspoObHyto GakTepranbHy0 MUKPOGINOPY C onpeneneHnemM

4YyBCTBUTEINbHOCTU K paCLUMPEHHOMY CMEKTPY aHTUMMKPOOHbIX NpenapaToB C

Bblgayen MIK (MIC) n pacyéTom nHaekca appekTMBHOCTU 1

bakTepuocaram 2 700
P245 A26.20.008.001 [MoceB oTAensemMoro nonoBbIX OPraHOB Ha as3pobHYo N haKynbTaTUBHO-

aHaapobHyto GakTepuanbHy0 MUKPOGNOpPY C onpeneneHnemM

YyBCTBUTESTbHOCTU K pacLUMPEHHOMY CMeKTpy aHTUMUKPOBHbLIX NpenapaToB C

Bblgayen MIK (MIC) n pacyéTom nHaekca appekTMBHOCTU 3 150
R083 MpeHaTanbHbIn BUOXMMUYECKUIA CKPUHWHT | TpuMecTpa 6epemeHHOCTH, 6e3

pacyeTa pucka (ansa BHeceHust B nporpammy Astraia) 2 350
R080 MpeHaTanbHbIN CKPUHUHT | TpUMecTpa 6epeMeHHOCTH, pacyeT pucka

XPOMOCOMHbIX aHomanun nnoga, nporpamma PRISCA (IMMULITE) 2 350
R0O58 MpeHaTanbHbI CKPUHUHT || TpuMmecTpa 6epeMeHHOCTU, pacyeT pucka

XPOMOCOMHbIX aHomanun nnoga, nporpamma PRISCA (IMMULITE) 2 900
B051 A09.05.256 Mpo-HaTpunypeTtudecknin N-koHueson nentug B-tuna (NT-proBNP) Moaroson

HaTPUNYPETUHECKNA NenTua 3 150
B080 A12.28.002 Mpo6a Pebepra (KNMPEHC aHA0reHHOro KpeaTuH1HA) 500
B089 A09.05.153 MporecTepoH 600
R054 Mporpamma - "Munumym" 7 [OHK Neisseria gonorrhoeae, AHK Chlamydia

trachomatis, [JHK Mycoplasma genitalium, [JHK Mycoplasma hominis, AHK

Ureaplasma (Tunuposanue), AHK Trichomonas vaginalis 2 500
RO57 Mporpamma - "MMpemuym” 15 [OHK Neisseria gonorrhoeae, [JHK Chlamydia

trachomatis, JHK Mycoplasma genitalium, JHK Mycoplasma hominis, AHK

Ureaplasma (tunupoBaHue), AHK Trichomonas vaginalis, AHK Candida

albicans, AHK Gardnerella vaginalis, AHK Liutomeranosupyc, AHK Bupyc

npoctoro repneca | u Il Tuna, AHK Treponema pallidum, JHK

Manunnomasupyc 6/11 6 850
R056 Mporpamma - "Makcumym" 12 [HK Neisseria gonorrhoeae, [JHK Chlamydia

trachomatis, [JHK Mycoplasma genitalium, [JHK Mycoplasma hominis, AHK

Ureaplasma (Tunuposanue), AHK Trichomonas vaginalis, JHK Candida

albicans, IHK Gardnerella vaginalis, [JHK Liutomeranosupyc, HK Bupyc

npoctoro repneca | n Il Tuna 4 000
R055 Mporpamma - "Meguym" 9 [HK Neisseria gonorrhoeae, IHK Chlamydia

trachomatis, [JHK Mycoplasma genitalium, [JHK Mycoplasma hominis, AHK

Ureaplasma (TunupoBaHnue), HK Trichomonas vaginalis, JHK Candida

albicans, IHK Gardnerella vaginalis 3 250
B120 A09.05.056.002 rlpOI/IHch'IVIH 1 850
B088 A09.05.087 MponakTuH 850
B130 A09.05.130.001 MpocTtatudecknin cneundpmnyecknin antureH (MCA) obwmin/ceoboaHbin, Pacyet

COOTHOLLEHNSA 1300
B129 A09.05.130 MpocTaTtuyeckuin cneumpuyecknin aHtureH obwmn (MCA o6Lumin) 650
G012 A09.05.125 lMpoTenH C 4 100
G013 A09.05.126 MpoTenH S cBoGOAHbIN 3250
G006 MpoTtpombuH (Nno Keuky) + mexayHapoaHoe HOpMarim3oBaHHOE OTHOLLEHME

(MHO) 600
A064 A09.05.118.034 MNweHnyHas myka (f4), IgE 650
B131 A09.05.195 PakoBo-aMbproHanbHbIv aHtureH (POA) 750
B134 A09.05.202 PakoBbIt aHTureH 125 (CA 125) 750
B132 A09.05.231 PakoBblit aHTUreH 15-3 (CA 15-3) 800




B133 A09.05.201 PakoBbiit aHTUreH 19-9 (CA 19-9) 800
B136 A09.05.200 PakoBbIii aHTUreH 72-4 (CA 72-4) CA 72-4 1 800
B037 A12.06.019 PeBMaToMUaHbI hakTop 600
i107 A12.06.019.001 PesmatounaHsbii dpaktop (RF), IgM 600
B125 A09.05.121 PeHuH (npsiMol TecT)** 1000
K002 A12.05.123 PeTukynouuTsl 350
R0O09 Puck atepockneposa (CKpUHWHS) 1100
R0O31 Puck obHapyxeHus anutennanbHoOn KapumMHOMbl SUMHUKOB B MOCTMEHoMNay3e

HE4, CA125, % POST ROMA (nporHoctnyeckas BEpOSTHOCTb) 2 250
R030 Puck obHapyxeHus anutennanbHOM KapLuMHOMbl SUMHUKOB B MpeMeHonayse

HE4, CA125, % PREM ROMA (nporHoctuyeckas BEpPOATHOCTb) 2 250
R010 Puck pasBuTtusa atepockineposa (paclumpeHHas) 3 600
P301 A26.19.039 Potaeupyc (Rotavirus), BbisiBieHMe aHTUreHa 1 000
B121 A09.05.205 C- nentug 700
B036 A09.05.009 C-peakTnBHbI 6enokK (BbICOKOYYBCTBUTESbHBIN METOA) 650
i016 A09.05.075.001 C3-KOMMOHEHT KOMMNIeMeHTa 500
i017 A09.05.075.002 C4-KOMMOHEHT KOMMIieMeHTa 500
B095 A09.05.090 CBobogHas 6eTa-cybbeamHmnua XOpMoHNYECKOro roHagoTPONMHa YenoBeka

(CBoboagHbIN BeTa-XIY) 700
B135 A09.05.300 CekpeTopHbI 6enok 4 anuanammmca Yenoseka (HE4) 1400
E012 CeneH Se 1450
RO71 Ceponoruyeckas anardoctuka TORCH-uHekuum (ctaHgaptHas) 4 400
RO72 anti-Rubella virus IgG (kon.), anti-Rubella virus IgM (kau4.), anti-Toxo gondii

IgG (kon.), anti-Toxo gondii IgM (kay.), anti-HSV 1,2 tuna IgG (n.kon.), anti-

HSV 1,2 tuna IgM (n.kon.),, anti-CMV IgG (kon.), anti-CMV IgM (kau.), anti-

B19 IgG (kay.), anti-B19 IgM (kau.) 6 000
ROO1 Ceponoruyeckasi AMarHocTuka Ansi rocnutanusaumm 2 350
R063 Ceponornyeckas guarHoctvuka napasutapHbix 3abonesaHui (anti-Giardia

Lamblia (cymmapHsble: IgG, IgM, IgA) (kau.), anti-Opisthorchis 1gG (n.kon.),

anti- Echinococcus 1gG (n.kon.), anti-Toxocara IgG (n.kon.), anti-Trichinella

IgG (n.kon.), anti- Ascaris IgG (n.kon.)) 5000
D005 A12.30.012.017 CuHgpom XKunbbepa. NccneposaHne nonnumopduama rs8175347 B reHe

UGT1A1, (TA)5/6/7/8 4 300
R0O08 Cuctema remocTtasa (CKPUHUHT) 1500
K004 A12.05.001 CkopocTb ocefaHunsa aputpoumntos (COI) 250
A009 B03.002.004.009 CkpuHUHr annepreHoB TpaB Ne4 (KoNnocok AyLUMCThIN, NAeBen, TPOCTHUK

0ObIKHOBEHHbIN, POXXb NOCEBHas, ByxapHuUK WwWepcTucToin), IgE 1300
B115 A09.05.066 ComatoTponHbii ropMoH (CTIH)** 750
P211 A26.20.037.002 CtpenTokokk rpynnbl B (Streptococcus agalactia), konvyectseHHoe

onpegenexHve AHK 1950
E085 Tannwii Tl 400
B101 A09.05.078 TecToCcTEpOH 06LLWIA 700
B102 A09.05.078.001 TecToCTEPOH CBOBOAHLIN 1 650
P191 A26.20.035.001 TunuposaHue ypeannasmsbl (U.urealyticum / U. parvum), kadecTBeHHOE

onpegenernne OHK 600
P192 A26.20.029.002 TunuposaHue ypeannasmbl (U.urealyticum / U. parvum), konuyectBeHHoe

onpegenexHve AHK 600
B112 A09.05.117 TupeornobynuH (TT) 1250
B111 A09.05.065 TupeoTponHbI ropMoH (TTI) 900
B108 A09.05.064 TUpOKCKH 061Kt (T4 obLwit) 550
B110 A09.05.063 TupokcuH cBo6oaHbIv (T4 cBo60AHbIN) 550
B113 A09.05.097 TUpPOKCMH-CBA3bIBaKOLLLAA CNOCOBHOCTL ChIBOPOTKM (TECT NOMMOLLEHNS

TUPEOULHbIX TOPMOHOB) 1 050
P306 A26.19.043 TokcuHbl A n B Clostridium difficile, BbisiBneHne aHTureHa 1 400
B048 A09.05.008 TpaHcdeppuH* 700
B018 A09.05.025 Tpurnuuepuab! Tpurnuuepuasbl 350
B107 A09.05.060 TpUNOATUPOHMH 06LMii (T3 0BLLwit) 550
B109 A09.05.061 TpuinoaTUpoHWH cBoboaHbIN (T3 cBOGOAHLIN) 550
A129 A09.05.118.085 TpunTasa 3700
G009 A12.05.028 TpoMGMHOBOE BpeMmsi 400
P198 A26.06.139.002 Ypeannasma, aHtutena knacca IgA (Anti-Ureaplasma urealyticum IgA),

Ka4yeCTBEHHOe ornpegerneHue 650
P197 A26.06.139.001 Ypeannasma, aHtutena knacca IgG (Anti-Ureaplasma urealyticum 1gG),

Ka4yeCTBEHHOEe onpefeneHune 650
P175 B03.016.051 YporeHutanbHble nHdekunn y xxeHwuH (Neisseria gonorrhoeae/ Chlamydia

trachomatis/Mycoplasma genitalium/ Trichomonas vaginalis/ Ureaplasma

parvum / Ureaplasma urealyticum/ Mycoplasma hominis/Candida

albicans/Candida glabrata/Candida crusei/ Gardnerella vaginalis/Atopobium

vaginae/ Lactobacillus spp.), konnyectBeHHoe onpegenenne JHK 4 900
B146 A12.26.014 dakTop Hekposa onyxonu (PHO) 3000
B083 A09.19.013 dekanbHbI KanbnpoTekTUH 3700




G003

deHoTUNMpPOBaHUE apuTpoLMToB NO aHTureHam cuctembl Rh (C,E,c,e) n Kell

(K) 950
B047 A09.05.076 deppUTUH 1150
G005 ®UBpPUHOTEH 600
P177 B03.016.053 dnopoueHos (AHK Candida albicans, JHK Candida glabrata, AHK Candida

krusei, AHK Candida parapsilosis, JHK Candida tropicalis, AHK Ureaplasma

parvum, HK Ureaplasma urealyticum, JHK Mycoplasma hominis, [JHK

Cardnerella vaginalis, JHK Atopobium vaginae, [JHK Enterobacteriaceae,

OHK Staphylococcus spp., AHK Streptococcus spp., AHK Lactobacillus spp.,

OHK Bacteria spp.) 3 000
P179 B03.016.055 dnopoueHos n NCMT (OHK Candida albicans, HK Candida glabrata, HK

Candida krusei, [JHK Candida parapsilosis, [JHK Candida tropicalis, JHK

Ureaplasma parvum, JHK Ureaplasma urealyticum, JHK Mycoplasma

hominis, [1HK Cardnerella vaginalis, AHK Atopobium vaginae, [JHK

Enterobacteriaceae, IHK Staphylococcus spp., JHK Streptococcus spp., AHK

Lactobacillus spp., IHK Bacteria spp., IHK Neisseria gonorrhoeae, HK

Chlamydia trachomatis, [JHK Mycoplasma genitalium, JHK Trichomonas

vaginalis) 4 500
P178 B03.016.054 dnopoueHos n Mukpockonus (OHK Candida albicans, JHK Candida glabrata,

IOHK Candida krusei, HK Candida parapsilosis, [JHK Candida tropicalis, QHK

Ureaplasma parvum, JHK Ureaplasma urealyticum, JHK Mycoplasma

hominis, [1HK Cardnerella vaginalis, JHK Atopobium vaginae, JHK

Enterobacteriaceae, IHK Staphylococcus spp., AHK Streptococcus spp., OHK

Lactobacillus spp., [JHK Bacteria spp.), Mukpockonnyeckoe uccnegosaHue

MasKa 13 2 To4eK 4 000
P180 B03.016.056 drnopoueHos, NCMT n Mukpockonua (QHK Candida albicans, AHK Candida

glabrata, [1HK Candida krusei, IHK Candida parapsilosis, [JHK Candida

tropicalis, AHK Ureaplasma parvum, [1HK Ureaplasma urealyticum, QHK

Mycoplasma hominis, IHK Cardnerella vaginalis, IHK Atopobium vaginae,

OHK Enterobacteriaceae, JHK Staphylococcus spp., AHK Streptococcus spp.,

OHK Lactobacillus spp., AHK Bacteria spp., JHK Neisseria gonorrhoeae, QHK

Chlamydia trachomatis, JHK Mycoplasma genitalium, [JHK Trichomonas

vaginalis), Mukpockonm4eckoe nccrnegoBaHme Maska U3 2 To4eK 5 000
B063 A09.05.080 donvesas kucrnora 1200
B299 donunesas kucnota B apuTpounTax, BOXKX-MC 1200
B086 A09.05.132 DONNMKYNOCTUMYNMUPYIOLLMIA rOpMOH (PCI) 750
B0O75 A09.28.026 docop 550
B181 A09.28.026 docdop (B pazosorn Moye) 550
B058 A09.05.033 docdop HeopraHuyeckmin P 250
B137 A09.05.247 ®parmenT LiutokepatuHa 19 (Cyfra-21-1) Cyfra-21-1 1850
B022 A09.05.102 dpyKTO3aMMH 600
P305 A26.19.098 XenvkobakTtep nunopu (Helicobacter pylori), BbisiBneHve aHTureHa 1150
P181 A26.21.007.001 Xnamuaus (Chlamydia trachomatis), ka4ecteeHHoe onpegenexve OHK 650
P182 A26.20.020.001 Xnamuaus (Chlamydia trachomatis), konmyectseHHoe onpeaenedve OHK 800
P184 A26.06.018.001 Xnamugus, antutena knacca IgA (Anti-Chlamydia trachomatis I1gA),

NonyKonn4yecTBeHHoe onpeaerneHve 850
P183 A26.06.018.003 Xnamnauns, aHtutena knacca lgG (Anti-Chlamydia trachomatis 1gG),

NoJTyKONMYECTBEHHOE onpeaerieHne 750
P100 A26.06.113.001 Xnamngus, aHtutena knacca IgG (Anti-Chlamydophila pneumoniae 1gG),

KaydeCTBEHHOE onpeneneHne 600
P185 A26.06.018.002 Xnamugus, antutena knacca IgM (Anti-Chlamydia trachomatis IgM),

NonyKonn4yecTBeHHoe onpeaerneHve 600
P102 A26.06.113.003 Xnamugusa, antutena knacca IgM (Anti-Chlamydophila pneumoniae IgM),

Ka4yeCTBEHHOE onpefeneHme 750
B012 A09.05.004 XonectepuH NMNonpoTeENHOB BbICOKOW NIOTHOCTU 550
B013 A09.05.028 XonectepuH NMNonpoOTENHOB HU3KOM NMOTHOCTM 550
B014 A09.05.028 XOnecTepuH NMnonpoTenHOB O4eHb HU3KOM MMOTHOCTM 650
BO11 A09.05.026 XonecTepuH o6LLmii 400
B028 A09.05.174 XonuHacTtepasa 400
B094 A09.05.090 XOPUOHWUYECKUI TOHAAO0TPONMH Yeroseka (6eta-XMY) 850
EO050 Xpowm Cr 400
B141 A09.05.227 XpomorpaHuH A 6 950
B040 A09.05.077 LiepynonnasmuH 850
B060 A09.05.274 LinHk Zn 1400
i015 A09.05.074 Linpkynupytome uMmmyHHble komnnekcsl (LINK) 1450
B042 A09.05.230 Uuncratun C 1400
D127 A12.05.013 LinToreHeTnyeckoe nccnegosaxHune (kapmotun) 8 900
D128 A12.05.013.003 LinToreHeTnyeckoe nccrneaosaHue (KapuoTun) ¢ BbisiBNEHneM abeppaLmii 9 600
D034 A12.05.013.001 LinToreHeTn4eCKoe UccneaoBaHue (kapuotun), ¢ dooTorpaguel XPOMOCOM 9 250
D129 A12.05.013.004 LinToreHeTnyeckoe uccnegoBaHue pacluMpeHHoe (KapmMoTun C BbisiBIEHNEM

abeppauun - 100 metadas), ¢ boTorpacmen Xpomocom 9 150
C001 LinTonormnyeckoe nccnegoBaHue € 3ako4eHneM No TepMUHOMNOMMYECKON

cucteme betecaa (6e3 onncaHusa yutorpammel), 1 CTekno, okpacka rno

Jlerwmany 1200




C002

LinTonornyeckoe nccnenoBaHne ¢ 3akniOYeHNEM MO TEPMUHOITOTNYECKON
cucteme betecga (6e3 onucaHusa umMTorpammel), 2 cTekna, okpacka rno

Jlenwmany 1200
C003 LinTonornyeckoe uccnegoBaHve € 3aknodeHneM no TEPMUHONOrMYECKOM

cucteme betecga (c onvcaHnem uutorpammel), 1 CTEKNO, okpacka no

Jlenwmany 1400
C005 A08.20.017.004 LinTonornyeckoe nccnegoBaHue € 3aknoyYeHneM no TeEPMUHOMNOMMYECKON

cucteme betecga (c onvcaHnem uutorpammel), 1 CTEKNO, okpacka no

[ManaHukonay 1400
C006 A08.20.017.005 LinTonornyeckoe nccnegoBaHue € 3aknoyYeHneM no TepMUHOMNOMMYECKON

cucteme betecga (c onvcaHnem uuTorpammbl), 2 CTekna, okpacka rno

[ManaHukonay 1400
C004 LinTonornyeckoe nccnegoBaHue € 3aknoyYeHneM No TEPMUHONOMMYECKON

cucteme betecaa (c onucaHnem uuTorpammbl), 2 CTekna, okpacka no

Jlenwmany 1400
P050 A26.20.011.001 Lintomeranosupyc (CMV), kadectseHHoe onpeaenerne JHK 600
P054 A26.06.022.001 LinTomeranosupyc, aHtutena knacca lgG (Anti-CMV 1gG), konnyectBeHHOE

onpegenexHne 550
P056 A26.06.022.003 Lintomeranosupyc, aHtutena knacca IgG (Anti-CMV 1gG), onpeaeneHne

MHOeKca aBUaHOCTH 1 500
P055 A26.06.022.002 Lintomeranosupyc, aHtutena knacca IgM (Anti-CMV IgM), kayectBeHHOe

onpegeneHune 650
i048 A12.06.079.004 YyBCTBMTENBHOCTbL NENKOLMTOB K MMMYHOMAKCY, pa3peLLueHHOMY K

NpUMEHEHW0 y aeten ctapwe 12 ner 750
i049 A12.06.079.002 UyBCTBMTENBHOCTb JTIEMKOLMTOB K MMyHOMaHy, pa3peLleHHOMY K

NPUMEHEHWNIO Y AeTen cTapwe 2 net 750
i051 A12.06.079.001 YyBCTBUTENBHOCTb JIEMKOLUTOB K NIMKONUAY, paspeLleHHOMY K MPUMEHEHUIO Y

geten ctapuwe 2 net 750
i052 A12.06.079.003 YyBCTBMTENBHOCTbL JTEMKOLMTOB K NOSIMOKCUAOHUIO, pa3peLLleHHOMY K

NPUMEHEHWIO Y AeTen cTapwe 2 net 750
i053 A12.06.079.009 UyBCTBMTENBHOCTb NIENKOLMTOB K TAKTUBMHY, paspeLleHHOMY K NPUMEHEHUIO

y geten ctapwe 6 mecsiues 750
i054 A12.06.079.010 YyBCTBMTENBHOCTbL JIEMKOLMTOB K TUMOrEHY, pa3peLLleHHOMY K MPUMEHEHUIO Y

aeten ctapwe 3 net 750
i036 A12.06.079.004 YyBCTBUTENbHOCTb NENKOLMTOB KPOBM K MUMMYHOMAKCY 750
i044 A12.06.079.012 YyBCTBUTENBHOCTb NENKOLMTOB KPOBU K UMYHOPUKCY 750
i034 A12.06.079.002 YyBCTBUTENBHOCTb NENKOLMTOB KPOBU K UMYHOaHY 750
i033 A12.06.079.001 YyBCTBUTENBHOCTb NIENKOLMTOB KPOBY K NIMKOMUAY 750
i035 A12.06.079.003 YyBCTBUTENBHOCTb NIEMKOLMTOB KPOBY K MOMMOKCUAOHMIO 750
i041 A12.06.079.009 YyBCTBUTENBHOCTb NENKOLMTOB KPOBU K TAKTUBUHY 750
1042 A12.06.079.010 YyBCTBUTENBHOCTb NENKOLMTOB KPOBU K TUMOTEHY 750
BO26 A09.05.046 LLlenoyHas ocaTasa 300
A002 A09.05.234 Q031HOPUILHBIN KaTMOHHBLIN Genok (ECP) 1100
B087 A09.05.154 Actpaauon (E2) 700
B096 A09.05.157 AcTpuon cBo6OaHBIN 750
24/33 Tynbckasi obnacmHas KniuHu4vyeckasi 6osbHUya
26,05,00 [MaTorucTonormyeckoe nccnegoBaHue 5 kateropum CrOXHOCTU (3aKOHYEHHbIN

cnyyav 4 450
24/34 Tynbckuli o6s1acmHoOU OHKOJI02Uu4YecKul ducrnaHcep
032 XKngkocTHoe unTonormyeckoe nccnegoBaHne MnkKpornpenapata TKaHen

LWMTOBUOHOW »enesbl 2 000
039 YKNOKOCTHOE LIMTONOrMyeckoe uccrnefoBaHme Mukponpenapara Wenku MaTku 2300
001 LinTonornyeckoe nccrneaoBaHme MUKponpenapara Koxm 2100
028 LinTonornyeckoe nccnegosaHne Mukponpenapara TKaHen MOIOYHOW Xenesbl 2100
029 LinTonornyeckoe nccnegoBaHne OTAENSIEMOro U3 Cocka MOJTOYHOW Xenesbl 2100
4192 A12.30.012.005 deHoTUNMpoBaHue numdoumToB (OCHOBHbIE cybnonynsauun) — CD3, CD4,

CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,

CD16, CD56 4 600

FOHUM
IOHUM c 1.10

BuonculHbIl,NYHKYUOHHbIU MamepuaJsi,coOCKobbI

SK A08.01.001 McTonornyeckoe nccnegosaHne GMONCUNHONO U onepauMoHHOro MaTepuana

KOXHbIX 1 MOAKOXHbIX HOBOO6pa3oBaHWUi 5 550
BP A08.30.046.013.001 |FucTonormyeckoe nccnegoBaHne 6MONCUIMHOIO, NYHKLUMOHHOIO Matepuana u

cockoboB 3650
Pz A08.21.001 MMcTonoru4eckoe nccnegoBaHue NyHKUMOHHOM Broncun npegcratensHom

Xernesbl (4o 14 Kyco4koB) 13 650
K305 A08.20.002.001 MmcTonornyeckoe nccrnegoBaHne cockoba LepBuKanbHOro kaHana+

rmcTonorn4yeckoe nccrnegoBaHne cockoba aHOOMETPUS LLENKK

MaTKu/rTMCTonorMyeckoe nccnegoBaHus Gruoncum

LUEeNKN MaTKn 6 900
OMCK305 A08.20.002.001 McTonornyeckoe nccrnegoBaHne cockoba LepBuKanbHOro kaHana+

rMMCTONOrMYECKOe nccrnegoBaHne cockoba sHAOMETPUS LUENKN
MaTKuU/rmcTonormyeckoe ncernegosaHus bmuoncum
LLEeNKU MaTKu

2600




TK A08.05.002 MMcTonornyeckoe nccnegoBaHue TKaHn KOCTHOro Mo3ra 12 900
DK A08.03.002.003 [exkanbumHaunsa KOCTHOW/XPALLEBOW TKAHN NPW rMCTONOrMYeCcKkoMm

nccnegoBaHnUmM KOCTHOW TKaHU 2 000
9095168.1 A08.30.046.011 FMcToXMMMMYecKas okpacka (3a CTekno) 850
9095164.1 A08.30.046.001 Jlopeska 13 BHOBb M3roToBreHHoro 6roka (3akas nocne ycnyrm 164 550

XudkocmHasi yumousnozausi
9095908 A08.30.004.001 Ki-mapkep nponvdepaTtnBHOM akTUBHOCTU 5000
9095909 MIMMyHOLMTOXMMUYECKOE 1ccreaoBaHne matepuana (1Mapkep) 5000
9095915 MMMyHOUMTOXMMUYECKOE nccrnegoBaHne COCKOOOB LENKM MaTKu C

onpegeneHvem benka p16 u Ki 67 5950
9095901.1 A08.20.017.001.002 |Ko-TecT: BIMY-TAIl-TecT xxunakocTHbIN+KavyecTBeHHOE TunupoBaHue 12 Tunos

BMpyca nanunnomel Yenoseka (HPV) tunel: 16, 18, 31, 33, 35,39, 45, 51, 52,

56, 58, 59 6 150
9095920 MepecMOTP LMTONOIMYECKUX NpenapaTos 10 450
9095904 LinTonornyeckoe nccnenqoBaHne KoXHbIX 1 NOAKOXKHbLIX 0Bpa3oBaHuii 4 400
9095902 LinTonornyeckoe nccnegosaHne nannens 6Moncum aHaoMeTpus 4 400
9095906 A08.06.001 LinTonornyeckoe vccnegosaHne NyHKTaToB NMMaTUYECKUX Y3NoB 4 650
9095903 A08.20.015 LinTonormyeckoe NccrneqoBaHne NyHKTaToB MOMOYHOM Xenesbi 4 650
9095905 A08.22.004 LinTonormyeckoe nccrneqoBaHne NyHKTaToB WUTOBUAHON Xeneabl 4 650
9095903.1 A08.20.019 LinTonornyeckoe nccnenoBaHne cekpeLmm n3 cocka 4 650
9095907 LinTonormnyeckoe nccnegoBaHne CMbIBOB HpHOLLHON/NeBpanbHOM NONOCTH,

aCUMTUYECKON XXNOKOCTU, NNeBpanbHbIX BbIMOTOB 5000
9095901 A08.20.017.001.001 |LnuTonormnyeckoe nccnegosaHme cockoba Lenkm MaTkm 1 LepBuKanbHOro

KaHana 4 750
9095130 A08.30.013 AnarHocTtuka metogom nmmyHornctoxummm (UMX) 5-10 anturten

BKNHOYUTENBHO™™ 28 200
9095145.2 A08.30.013 OuarHoctuka metofom ummyHoructoxmmmm (UrX) 6onee 10 aHTuTeEn 40 200
9095129 A08.30.013 OnarHocTtuka metogom nmmyHornctoxummm (UMX) go 4 aHtuten

BKITHOUUTENBHO™* 15 850
9095217 OnarHocTtuka metogom nmmyHornctoxumum (UMX) npu pake MonovHon

A08.20.009.002 xenesbl - 4 peakunn (ER, PR, Ki-67, HER2) 14 950

9095128.12  |A08.30.013 MMmMyHormncToxmmmdeckoe mccnegosanue (1 UMX peakumsa ALK) 7 400
9095128.2 A08.30.013.001 NmmyHoructoxmmudeckoe nccnegosaxue (1 KX peakums HER2) 7 350
9095128.1 A08.30.039 MmmyHorucToxmmmyeckoe nceneposanue (1 UMX peakums PD-L1 knoH 28-8) 10 550
9095128.11 A08.30.039 MmmyHoructoxnmmudeckoe nccnegosanue (1 UMX peakunsa PD-L1, knoH Daco

22C3) 37 950
9095128.13 A08.30.039 MmmyHoructoxmummnydeckoe nccnegosanue (1 MX peakuyunsa PD-L1, knoH

SP142, Ventana) 25 300
9095128.10 A08.30.039 MmmyHormuctoxmummnydeckoe ncenegosanme (1 MX peakuyus PD-L1, knoH

SP263, Ventana) 22 100
9095128.27 |A08.30.013 NmmyHormnctoxmmmdeckoe ncenegosanue (1 UMX peakuma ROS1) 7 400
9095128.3 A08.30.013 MmmyHoructoxummnyeckoe nccnegosanue (1 X peakuuns no

npeaBapuUTENIbHOMY COrNacoBaHUID C MEHEAKEPOM) 7 700
9095128.14  |A08.30.013 MmmyHorncToxmmmyeckoe nccnegosanue (1 UMX peakumst, pan-TRK) 12 200
9095148 A08.20.003.002.003 | UmMyHOrncToxummyeckoe nccrnegoBaHme peuenTmBHOCTY 3HOOMETPUSA (OKHO

nmnnadTauuu, ER, PgR, CD56, CD138, LIF, nogcyer kon-Ba nMHONoOAun) 26 850
9095150 A08.20.003.002 MMMYHOrMCToXnmmnyeckoe nccneaoBaHne XpoHMYECKOro aHaoMeTpuTa

(andpdb. anarHocTmka xpoHunyeckoro aHgometputa, CD16, CD20, CD138,

CD56, HLA-DR) 21 900
9095128.26 A08.30.013 MMMyHOrMcToXmmmnyeckoe nccnegoBaHue: peuentopbl comatoctatuHa 2A n 5

TmnoB (SSTR 2A, 5), 2 UI'X peakunu 15 850
9095129.2 A08.30.040 WccnepoBaHne mukpocatennutHon HectabuneHoctn (MSI) metogom UIMX

(MSH2, MSH6, PMS2, MLH1) 15 850
9095100.2 KomnnekcHoe ructonormyeckoe n uMmMmyHornctoxmmmyeckoe (MMX)

nccnegoBaHme NorpaHNYHbIX/CTOPOXKEBbLIX JIMMEOY3M0B Npy MenaHome 37 750
9095100.1 A08.20.003.002 KomnnekcHoe ructonormyeckoe n nmmyHornctoxmmmyeckoe (AMX)

nccnegoBaHme Npu Nogo3peHnmn Ha XpoHudeckun agometput (H&E+CD138) 7750
9095100.11 A08.06.002.001 KomMnnekcHoe rmctonornyeckoe n UMMYHOrMCTOXMMUYECKOE NccnegoBaHne

CTOpPOXeBoro numcdoyana 38 800
9095131.3 A08.30.032.003 KoHcynbTraums KOHKpEeTHOro crneumanucta no TpeboBaHunio 3akas4vmka (no

corfnacoBaHuIO C UCMONHUTENEM, 3akasbiBaeTtcsa ¢ ycnyron 131.0 5000
90956 MonekynsipHo-eeHemu4eckue ucciedoeaHus!
9095647 A27.30.136 TP53 geneuuns 34 850
9095677 A27.30.147 BbisiBneHune TpaHcnokauum reHa NRG1 54 700
9095670 A27.30.144 Wcenenosanve mytaumin B reHe EWSR1 45 250
9095648 Wcecnenosanve mytaumi B reHe FOXO1 42 750
9095669 A27.30.143 NcenenosaHve mytauuii B reHe FUS 45 250
9095663 A27.30.138 Ncecnegosanve mytauuii B reHe NTRK1 36 850
9095671 A27.30.141 WNceneposanne mytaumin B reHe NTRK1, NTRK2, NTRK3 metogom FISH 71 500
9095664 A27.30.139 WNccneposanve mytaumi B reHe NTRK2 36 850
9095665 A27.30.140 Nceneposanve mytauuii B reHe NTRK3 36 850
9095636 MoneKynspHo-reHeTM4eckoe uccrneaosaHme mytaumin B reHe H3F3A 26 250




9095640 A27.30.051 MonekynsapHo-reHeTM4eckoe nccrnegosaHne Mytauun B rese IDH1 22 600
9095641 A27.30.052 MonekynsipHo-reHeTU4eckoe nccnefoBaHne Mytauun s reHe IDH2 22 600
9095646 A27.30.013 MoneKkynspHo-reHeTu4eckoe nuccrnegosanme mytaumn B reHe PDGFRA 32 650
9095642 A27.30.131 MonekynsipHo-reHeT14yeckoe nccrnegosaHne Mmytaumi B reHe PIK3CA 24 150
9095655 MonekynspHo-reHeTu4YecKkoe uccnegoBaHve TpaHcnokaumm t(12;21) s

BroncuiHoM (onepaunoHHOM) MaTepuane MeTogoM (proopecUeHTHOM

rmbpuamsauuu in situ (FISH) 42 750
9095651 MonekynspHo-reHeTu4Yeckoe uccnegoBaHve TpaHcnokaumm t(15;17) B

BroncuiHoM (onepaunoHHOM) MaTepuane MeTogoM (proopecUeHTHOM

rmbpuamsauuu in situ (FISH) 42 750
9095654 MonekynspHo-reHeTu4YecKkoe nccnegoBaHve TpaHcnokaumm t(4;11) B

BuoncuHoM (onepaunoHHOM) MaTepuane MeTogoM (proopecUeHTHOM

rmbpuamsauuu in situ (FISH) 42 750
9095656 A27.30.102 MonekynspHo-reHeTuyeckoe nccnegosaHve TpaHcnokaumm t(8;14) B

BuoncuHoM (onepaunoHHOM) MaTepuane MeTogoM (proopecUeHTHOM

rmbpuamnsaumum in situ (FISH) 45 200
9095652 MonekynspHo-reHeTM4eckoe nccnegosaHme TpaHcnokaumm t(8;21) B

BuoncuiHoM (onepaunoHHOM) MaTepuane MeTogoM (proopecUEeHTHOM

rmbpuamnsaumum in situ (FISH) 42 750
9095616 A27.30.126 Onpepgenenune TpaHcrnokaumm reHa SS18 (SYT) npy cMHOBMaNbHOW capkoMe

( Ha TpaHcnokaumo y4actka 18q11.2) 34 850
9095618 A08.30.036 Onpegenenune amnnudpukaumn HER2/neu npu pake monodHom xenesbl n

Xenygka 36 750
9095622 A27.30.128 Onpegenexve amnnudgukaumm MET 45 200
9095619 A27.30.112 Onpegenexne amnnudukaumm TOPO2A npu pake MONoYHOW Kenesbl 36 850
9095650 A27.30.084 Onpegenenune amnnugukauum reHa C-MYC B GuoncuiHom (onepaumoHHOM)

MaTepuane MeTogom dnopecueHTHon rmbpuaunsauuu in situ (FISH) 45 200
9095673 A27.30.146 Onpegenexve amnnudgukaumy reHa FGFR1 (NGS) 32700
9095628 A27.30.078 Onpegenexune amnnudukaumm reHa MDM2 npu capkome 42 750
9095649 A27.30.083 Onpegenenune amnnudukauum reHa N-MYC B GuoncuiiHom (onepaumoHHOM)

MaTepuane metogom droopecLeHTHon rmbpuansaumm in situ (FISH) 45 200
9095653 Onpegenenune nHeepcumn inv(16) B GuoncmumHom (onepaumoHHOM) matepuane

MeToaoM dontoopecLeHTHON rmbpuamnsauuu in situ (FISH) 42 750
9095635 A27.30.057 OnpegenexHne MetunuposaHus reHa MGMT 27 750
9095614 A27.30.001 OnpepeneHne mukpocaTennmMTHon HectabunsHocTn (MSI) npu

KONOpeKTaribHOM pake 21 500
9095643 A27.30.012 Onpepnenexne mytaumm c-KIT ( (9, 11, 13, 17 3K30HbI) 32500
9095605 A27.30.167 Onpegenexne mytaumm B 14 ak3oHe reHa cMET 37 750
9095612 A27.30.122 Onpepenenuve mytaumn 15 ak3oHa BRAF, 2, 3, 4 aksoHoB NRAS n 11,13,17

3k30HOoB c-KIT npu menaHome 35 800
9095611 A27.30.121 Onpegenenuve mytaumn 15 ak3oHa reHa BRAF n 11,13,17 ak3oHax reHa c-KIT

npu MenaHomMme 30 950
9095601 A27.30.010 Onpegenenune mytaumn BRCA1 Bcero kKonmanpyrowero permoHa reHa npu

pake MONOYHOM Xeresbl N SUMHUKOB 107 300
9095607 A27.30.006 Onpegenenne mytaumn KRAS Bo 2, 3 1 4 9k30HaX reHa nNpu KoriopekTanbHOM

pake 17 900
9095606 A27.30.008 Onpegenexve mytauui B 15 ak3oHe reHa BRAF 15 450
9095603 A27.30.016 Onpegenexve mytauun B 18, 19, 20, 21 ak3oHax reHa EGFR 22 550
9095613 A27.30.125 Onpegenenne mytaummn B reHax c-KIT n PDGFR npu racTpoMHTECTMHANbHON

ctpomansHon onyxonu XKT (GIST) 35 800
9095610 A27.30.119 Onpegenenne mytaumn Bo 2, 3 n 4 ak3oHax reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS, 15 ak30oHe reHa BRAF 27 700
9095609 A27.30.118 OnpegeneHne mytaumn Bo 2, 3, 4 ak3oHe reHa KRAS, 2, 3, 4 ak30Hax reHa

NRAS 22 550
9095608 A27.30.007 OnpegeneHve myTauwii Bo 2,3,4 ak3oHax reHa NRAS 18 850
9095667 Onpepgenexne mytaumin npomoropa reHa TERT 34 850
9095668 OnpegeneHne onyxoneBoin MyTaLUMoHHoW Harpysku (TMB) 155 100
9095615 A27.30.056 Onpepgenexne nepectpoek RET 36 850
9095620 A27.30.017 Onpepgenexue nepecTtporikn ALK npu pake nerkoro 34 850
9095620.1 A27.30.017 Onpepnenexne nepectporikn ALK npu pake nerkoro 34 850
9095624 Onpegenexue nepectpoiikn BCL2 npu numdome 42 750
9095625 Onpepgenenne nepectporikn BCL6 npu numdome 42 750
9095623 Onpegenexue nepecTtpoiikn MYC npu numcome 42 750
9095621.1 A27.30.018 Onpepnenexne nepectponkn ROS1 npu numdgome 34 850
9095621 A27.30.018 Onpepnenexne nepectporikn ROS1 npu numdome 34 850
9095627 A27.30.105 Onpepgenexue nepectpoiikn reda DDIT3 npu capkome 42 750
9095602 A27.30.115 OnpepgeneHune pacnpocTtpaHéHHbIX myTaumn reHoB BRCA1, BRCA2 npu pake

MOJTOYHOW Xene3bl N ANYHUKOB (8 MyTauuin) 15450
9095639 A27.30.135 OnpegeneHne akcnpeccun reHa PCA3 15 800
9095672 A27.30.145 Mouck myTaumm ivs2+1G>A B reHe CHEK?2 32 700
9095637 A27.30.134 Pak nerkux, 6asosasi naHens (EGFR,KRAS,NRAS,BRAF) 34 850
9095638 Pak nerkunx, pacwmpeHHas naHenb (reHbl ALK, BRAF, EGFR, ERBB2, KRAS,

MET, PIK3CA) 75 550




OHKosno2usi

KoHcynbmauyuu oHkosi02a
3aoyHble KOHCynbmMayuu

9095666 A27.30.142 TpaHcnokaums t(11;14)(q13;932) 36 850
9095630 A27.30.133 YcTaHOBMNEHWe NPUHAANEXHOCTM MaTepuana 42 000
9095678 XpoMOCoMHble nepecTpoliku ¢ yyactnem reHos PDGFR, FGFR1 30 950
UN-1 A08.30.046.014.001 |McTonornyeckoe nccnegoBaHve onepauyoHHoro matepunana knacca UN-1 4000
UN-2 A08.30.046.014.002 | McTonornyeckoe nccneaoBaHue onepaumoHHoro matepuana knacca UN-2 6 100
UN-3 A08.30.046.014.003 | MncTonormyeckoe nccnegosaHne onepaLmoHHoro Matepwana knacca UN-3 11 950
UN-4 A08.30.046.014.004 |McTonornyeckoe nccnegoBaHve onepaumoHHoro matepuana knacca UN-4 23 850
UN-5 A08.30.046.014.005 |McTonornyeckoe nccnegoBaHne onepaumoHHoro marepuana knacca UN-5 38 800
KD A08.30.013 KomnnekcHas AnarHocTvka onepaumoHHoro marepvwana (rmcronorua+nrx) 59 700
9095600.1 A08.30.032 OueHka 1 nogbop 6noka ans reHetudeckoro/UIMX unccnegoBaHus ¢

N3roToBeHNEM HOBOro cpesa (Ao 3-x 6riokos) 6 950
9095600.2 A08.30.032 OueHka n nogbop 6noka ansa reHeTndeckoro/VIMX nccnegosanms ¢

N3roToBEHNEM HOBOrO cpesa (bonee 3-x 6rokoB) 8 950
9095167.1 MepeBoa (1 cTpaHMua, aHr.- pyc., pyc.- aHrmn.) 2 350
9095164 A08.30.046.001 Mepesanueka 6roka ¢ M3roToBMEHMEM OfHOrO MMCTOMONMYECKOro CTeKkna 1 000
9095131.2 A08.30.032.002 MepecmoTp Kaxaoro NocneayLwero ctekna 2 950
9095146 MepecmoTtp nepen UIMX (6e3 BbIHECEHMS 3aKIOYEHUS, AN OnNpeaeneHns

BO3MOXHOCTW noctaHoBku NIMX peakummn n HasHa4YeHNsa naHenm 2950
90952 SHOockonuyeckul mamepuan
9095103 BuissneHue Helicobacter pylori 3a crniyya 2 300
9095103,5 A08.16.002.001 MmcTonornyeckoe nccnegoBaHue nocrne MynsTudokansHon Guoncum

xenyaka ¢ oueHkon no knaccndgpukaumm OLGA/OLGIM+H.pylori 9 550
9095101.2 A08.30.046.011.003 |MucTonormnyeckoe nccnegoBaHne 3HAOCKONMYECKOro Mmatepmana (nonvn

bornee 2 cm) 4 000
9095101 A08.30.046.011.001 |MucTonormyeckoe nccnegoBaHme 3HOA0CKONMYECKOro Matepuana npocToe (4o

3-X KyCOYKOB) NuLLIEBOAA Kenyaka, KULWKK, BpOHXa, ropTaHu, Tpaxeu 3 300
9095102 A08.30.046.011.002 |FucTonormyeckoe uccnegoBaHmMe aHA0CKONMYECKOro MaTepuana CroxHoe

(6bonee 3 kKycO4YKOB) NULLEBOAA KENYAKA, KULIKWA, OPOHXA, ropTaHu, Tpaxeu 4 500
9095208 A08.30.046.011.004 |KomnnekcHoe rmctonornyeckoe uccriegoBaHne matepuana nocne

aHAockonuu/korioHockonum (4 1 6onee KoHTeNHepa, 3a 04HO

BMeLLaTENbCTBO 12 600

140148 B01.027.002.3 Mpuem (ocMOTp, KOHCYNbTaUMs) Bpada-oHKonora NoBTOPHbIM 3aoyHas

KOHCyrnbTauus 2 500
220275 B01.027.001.017 Mpuem (oCMOTP, KOHCYNbTaUUS) -OHKOMOra NepBUYHbIV

OHKOYPOJ10r, 3a04Hasi KOHCYNbTaUms 2 500
220276 B01.027.002.019 [Mpuem (ocMOoTp, KOHCYNbTaUMs) -OHKONora NOBTOPHbIN

OHKOYPOJO0r, 3a04Hasi KOHCYnbTaums 1700
22/1/2 MHeHue spaya
22111 OyHble KOHCYynbMayuu

Manunynsyuu
Onepayuu

Xumuomepanusi
OnepamueHasi 2uHeKosio2usi
Bonbwue 2uHekono2u4yeckue onepyuu

140101 B01.027.001 Mpuem (OCMOTP, KOHCYNbTaLWs) Bpada-oHKOMora nepBuYHbIii 2 500
140102 B01.027.002 Mpuem (OCMOTP, KOHCYNLTaLWs) Bpada-OHKOMOora NoBTOPHbI 2 500
030117 B01.027.001.2 Mprem (oCMOTp, KOHCYNbTaUMs) -OHKOSOra NepBUYHbIV

OHKOYypOnor 2 000
030118 B01.027.002.2 Mpuem (oCMOTP, KOHCYNbTaUUS) -OHKOMNOra NOBTOPHbIV

OHKOYpOSor 1700

020137 A16.20.012 BnaranuwHas TotanbHas rucTepaktoMust (aKCTMpnauusa maTkm) 6es

npuaaTkoB 78 700
020142 A16.20.019.001 BoccTaHoBnNeHne maTto4HOro ONoOpHOro annapara ¢ UCNoSib30BaHNEM

BUOEO03HJOCKOMNUYECKUX TEXHOIOTNIM 70 700
020173 A16.30.036 McceueHne 04aroB aHOOMETPUO3a 25000
020177 A16.30.036.001 McceyeHune ovaroB aHLOMETPMO3a C UCNONb30BAHNEM

BMOE03HO0CKOMNYECKNX TEXHOSTOTNN 44 100
020154 A16.20.083 KonbnonepuHeoppadvs 1 nesatoponnactuka 58 200
020209 A16.20.098 NabvonnacTvka peayKuMoHHas 39 300
020181 A16.30.079 Nanapockonusa auarHoctTuyeckas 34 600
020163 A16.20.039.001 MeTponnacTuka ¢ Ucnosib3oBaHMEM BUOEO03HOOCKONUYECKMX TEXHOMOMMI 70 700
020143 A16.20.038 Onepauuy no noeoay 6ecnnoamnsa Ha npugaTkax MaTku 44 100
020144 A16.20.028 Onepauum Npm onyLLEHNM CTEHOK MaTKu1 W BRnaranuiia 58 100
020171 A16.20.093 MnacTka MaTto4HON Tpy6bI 51100
020113 A16.20.007 MnacTtrka Wenkn MaTkm 39 300
020153 A16.20.081.001 MPOMOHTONEKCUSA C UCMONb30BAHMEM BUOEO0IHOOCKONMUYECKMX TEXHOMOrMMN 70 700
020172 A16.20.026.001 PacceueHune n ncceyeHne cnaek XeHCKMX NonoBbIX OPraHoB C

MCNonb3oBaHNEM BUOE0IHAOCKONMMUYECKNX TEXHOMOMMN 51100




020109 A16.20.003.001 CanbnnHro-ooopaKTOMMNA C NCNONb30BaAHNEM BUOEOIHAOCKOMUYECKNX

TEXHONOMM 51 100
020105 A16.20.004.001 CanbnuUHIraKTOMUS C UCMOMb30BaHNEM BUOEO0IHOOCKONNYECKUX TEXHOMOMMN 51100
020165 A16.20.042.001 CnuHroBble onepaumm Npu HegepXXaHum Mo4Ym

CnuHroBas onepaums npu CTpecCcoBOM HeAep>KaHUn MoYun 99 000
020164 A16.20.041.001 Ctepunusaumna maTodHbIX TPyO € MCNOMNb30BaHMEM BUAEOIHOOCKONUYECKNX

TEXHONOMN 44 100
020118 A16.20.010.001 Cy6ToTanbHasi ructepaktoMmmst (amnyTtaums MaTkmn) ¢ UCNonb30BaHNEM

BWAE03HJOCKONNYECKNX TEXHONOINIM 70 700
020122 A16.20.010.001.1 |CybToTanbHas ructepakromus (amnyTaums MaTku) C UCMONb30BaHUEM

BUOE03HAOCKOMMYECKUX TEXHONOMMN (1 KaTeropmsi CNOXHOCTK) 70 700
020123 A16.20.010.001.2 |Cy6GToTanbHas ructepaktoMus (amnyTtaums MaTkun) ¢ UCNonb30BaHUEM

BUOE0IHAOCKOMMUYECKUX TEXHOSOMMN (2 KaTeropmsi CIOXHOCTK) 70 700
020124 A16.20.010.001.3 |Cyb6ToTanbHas rucTepaktoMusi (amnyTtaums MaTkmn) ¢ UCNonb30BaHUEM

BUOE0IHAOCKOMMYECKUX TEXHONOMMN (3 KaTeropmsi CINOXHOCTK) 70 700
020128 A16.20.011.001 ToTanbHas rmcTepakToMus (3KCTUpNauns MaTku) C UCNOMb30BaHNEM

BUOE03HJOCKOMNNYECKNX TEXHOITOTNI 70 700
020102 A16.20.001.001.1 YpaneHue KUCTbl SUYHKKA C UCMNONb30BaHMEM BUOEOIHIOCKONMNYECKMX

TEeXHONormm (1 kaTeropusi CIIOXXHOCTK) 60 000
020103 A16.20.001.001.2 |YpaneHune KUCTbI AUYHMKA C UCMOSIb30BaHMEM BUAEO03HOOCKOMNYECKNX

TEXHOSOMMN (2 KaTeropusi CIIOXHOCTK) 60 000
020104 A16.20.001.001.3 |YmaneHue KUCTbl SIM4HMKA C UCMONb30BaHNEM BUAEOIHI0CKOMUYECKUX

TEXHONOrNM (3 KaTeropmsa CroKHOCTH) 60 000
020170 A16.20.092.001 YaaneHue nrnoaHoro anua u3 maTtodHon Tpy6bl nanapockonnyeckoe 51100

020166 A16.20.063 OKCTUPNALMS KynbTY LLERKN MaTKu 58 200
02/2 Marnbie 2uHekosio2auyeckue onepayuu

020198 A16.20.009 ABnaums sHooMeTpUs 17 300
020205 A16.20.079 Bakyym-acnvpaumsi 3HO4OMEeTpUs 10 000
020195 A11.20.008.001 BbickabrnmeaHme nonocTn MaTku 14 100
020194 A11.20.008 BbickabnuneaHue LiepBMKanbHOro KaHana v nonocT MaTtku 14 100
020200 A16.20.060 [MMeHonnacTuka 47300
020188 A16.20.063.017 [MCTEpOpPE3eKTOCKONMYecKas NoMMMNaKTOMUS 25100
020189 A16.20.099 [MCTEepOPE3eKTOCKONWS: yaaneHme cybMyKo3HOro MMOMAaTO3HOTO yana 34 600
020186 A03.20.003.5 MMCcTEpOCKONMYECKOe paccedyeHme nNeperopoakn MaTku 26 800
020184 A03.20.003 OunarHoctnyeckas rmctepocKonms 13 500
020206 A16.20.091.001 Mapcynunanusauusa abeuecca unm KUCTbl 6onbLUION Kenesbl npeaaBepust

Bnaranuuia 23 650
020116 A16.20.055 HanoxeHve LBOB Ha LUEVKY MaTKu 23 000
020211 A11.20.007.001 MMyHKUMSA KUCTbI SIMMHUKA M acnupawms akcecyaaTa

nog KoHTponem Y3W, 1 kateropmsi CnoXXHOCTU 8 000
020308 A11.20.007.002 [MyHKUMS KUCTBI AMYHMKA U acnupauusa aKkcecyaarta

nog koHTponem Y3W, 2 kateropusi CoXHOCTH 10 000
020225 A11.20.008.002 PasgenbHoe AnarHocTMYeckoe BbicKabnmBaHve LepBUKanbHOro KaHana 3150
020199 A16.20.021 PaccedeHune AeBcTBEHHOM nnesbl (Xupyprudeckas aednopaums) 8 800
020196 A16.20.005.001 PacluvpeHuve Lwee4yHoro kaHana 3200
020202 A16.20.059.001 YaaneHve KUCTbl Bnaranviia 4 400
020203 A16.20.059.001.1 YnaneHue KucTbl Bnaranuwa ao 2 cm 6 300
020204 A16.20.059.001.2  |YnaneHwue kucTbl Bnaranvwa go 5 cm 8 800
04 OnepamueHas yposioz2us
04/1 Bonbwue ypornoz2u4deckue onepayuu
040135 A16.28.045.001 Nanapockonuyeckas BapukoLenakTomMust ¢ OQHON CTOPOHbI 70 900
040250 A16.28.045.004 MwKpOXMpyprveckas BapuKoLenIakToMus (onepaums Mapmapa) 49 600
040254 A16.28.045.004.2 |Mukpoxmpypruyeckasi BapumkoLennakromus (onepauus Mapmapa),

OBYXCTOPOHHSASA 70 700
040256 A16.21.035 Onepauusa Hecbuta-Lennesa npu CKPMBIEHUI NONOBOTIO HrieHa 47 300
040153 A11.21.002.2 OTKpblTas MUKpoxupyprudeckas 6uoncus andka (Micro-TESE) 74 700
040255 A16.21.016 MpoTesnpoBaHune auyka (6e3 CToMMOCTY NpoTesa) 39 300
040246 A16.21.019.002 dannonnacTtuka ¢ NpoTe3npoBaHNEM TPEXKOMMOHEHTHbIM NpoTe3om 6e3

CTOMMOCTW NpoTe3a 78 700
04/2 Manbie ypornozau4yeckue onepayuu

040106 A11.21.012.1 AcnupaumoHHas 6uoncus simyka, TESA 16 600
040150 A16.21.012 Ba3sktomus 16 500
040101 A16.21.037.001 NcceyeHne KUCTbl npyuaaTka amdka 25 100
040130 A16.21.013 Ob6pesaHue kpaviHen NnoTu 23700
040138 A16.21.010.2 OpPXMIKTOMUS C ABYX CTOPOH 25100
040137 A16.21.010 OpXU3KTOMUS C OOHON CTOPOHbI 16 500
040105 A11.21.012 OTkpbliTas 6uoncus simdka, TESE 25 100
040123 A16.21.025 MnacTuka o6onoyek snmyka 34 600
040129 A16.21.038 MnacTuka y3aeykv KpanHen nnoTu 15 800
040253 A16.01.017.001.13 |PaguoBonHoBoe yaaneHne o6pa3oBaHni MOLLOHKM/MOMOBOMO

yrieHal/ypeTpbl/MPOMEXHOCTU (1 anemMeHT) 2 400




040115 A11.21.005.003 TpaHcpekTanbHasa MmynsTudokanbHas buoncus npeacraTenbHON enesbl Nog

yNbTPa3ByKOBbIM HaBedeHWeM ¢ 3abopom matepuana us 4-12 Toyek 10 000
040103 A16.28.086 YaaneHue nonvna yperpsbl 16 500
040147 A03.28.002 Yperpockonus 3200
040108 A03.28.001 Lincrockonus 4 800
17 Meduampus
17/4 y3an
1010288 A04.12.005.005 [ynnekcHoe ckaHMpoBaHWe aKCTpakpaHuanbHbIX OT4ENoB

OpaxuouedanbHbiX apTepuin (COCyoB LWewn) y AeTen 3 100
£010284 A04.23.001 HempocoHorpadus (Y3W ronosHoro mosra) 3000
£010283 A04.04.001.001.1  |YnbTpassykoBoe 1ccrenoBaHve TazobeapeHHoro cycTasa 2200
1010285 A04.10.002.2 Axokapauorpadus (Y3U cepaua) y aeren 3 350

Mpoyue cneyuanucmei/MaHunynsayuu/eeedeHue npenapamoe

BeedeHue npenapamoe
OM000666 BeeneHne AHTMaAresnH renb NpoTMBOCNAaEYHbIV, paccacbkiBarolimin 10 r 16 500
IM000658 BeeneHne AHTMAAre3nH renb NPOTMBOCMAEYHbI, paccachiBatoLLni 3r 6 250
9IM000667 BeeneHne AHTUaAresnH renb NPOTUBOCNAEYHbIV, paccachiBaOLLIMN 5 T 8 250
OM000647 Beenenue ApmauckoH lMntoc ans B/cyct.eeed.1,5% - 2,0 9 500
3M000592 BeeneHue AptposaH p-p 6mr/mn 2,5 mn Ne5 120
931287 BeeneHune AckopbuHosas kucrniora 0,05/mn 2mn Ne10 p-p 4/s/B B/M BBef 30
3MO000656 BeeneHuwe bapanrmHa M ans 8/B n B/m - 5,0 mn/amn 80
OM000530 BeeneHue BycepenuH-noHr nuod. a/cycn B/M nponoxr 3,75 Ne1 4 950
OM000528 BeepneHne BontoeeH 6% -500,00 600
9IM000645 Beepnexune Mentpan nnod..n/mH.400,00 B/B 550
3MO000551 BeeneHvie mioko3sa 5% - 200,0 50
39M000640 Beenetve Miokosa 5% - 250,0 60
OM000552 BeepneHue MMmiokosa 5% - 400,0 70
3M000553 BeegeHve Miokosa 5% - 500,0 80
9IM000503 BeeneHune [lekcameTtasoHa -p-p A/MH. 4mr-1mn 20
3OMO000655 BeegeHvie [unpometa cycn.7 mr/mn-1,0 400
9OM000607 BeeneHune unpocnax cycn a/vH 7 mr/mn-1 mn Ne1 700
1B000350 Beegexune MiMmyHornobynvHa Yyenoseka 5610
9OM000657 BeeneHne MmmyHornobynuHa Yyenoseka aHTupesyc RhO(D)P-P 300mkr/1,0

Ne 1 7 350
IM000649 BeegeHue Kenanor 40 cycn. - 40mr/mn -1 mn 290
901011 BeeneHue Ketopona 1,0 30
OM000643 BeeaeHve KopavamuH 250 mr/mn-2mn 40
3AM000644 BeeaneHune KodeunHa-6eHsoata Hatpusa 200mr/mn-1,0 30
IM000660 BeegeHve JIMKOEPP 100 p-p ana s/s eeg 20 mr/mn 5 mn 350
3IM000641 BeegeHve MarHusa cynbdat p-p 250 mr/mn -10mn 30
3M000591 BeeneHne Marnusa cynbdat p-p B/B, 5Mn 15
AM000654 Beenexne Metporun 50mr/mn 100 mn (1 don) 40
OM000626 BeegeHve Mugokanv-Puxtep p-p 8/ 1 B/M 100 Mr+2,5mr 1mn 200
AM000663 BeeneHve Musonpocton Ta6. 0.2 mr 50
AOMO000636 BeegeHvie MupontoT Ta6. 200 Mkr 550
AMO000637 BeeneHne MuponpuctoH 1a6. 200 Mkr 950
3M000664 Beegexne Mudeasect 200 mr 750
9M000608 BeeneHune Hatpus xnopua 0,9% 10 mn donak p-p 20
3M000455 BeeneHune Hatpus xnopua 0,9% 250mn donak p-p 75
931194 BeeneHune Hatpus xnopua 0,9% 400mn donak p-p 99
PM000346 BeeneHune Hatpusa xnopua 0,9% 500 mn donak p-p 120
9M000659 BeeneHue Hatpus xnopua BpayH p-p a/vHg..0,9% 100 mn donak p-p 50
3MO000550 BeeneHue Ho-wna 2,0 33
3M000642 BeeneHune HosokauvH 0,25% - 200,00 60
3M000584 BeeneHve HosokauH 0,5% - 5,00 20
931040 BeeaeHue OKCUTOLMH -1mn 20
3M000395 BeegeHune nanaBepuHa p-p A/vH. 2% 2 MJ 4,4
OM000586 BeegeHvie MupugokcuH 1,0 10
OM000648 Beenexue MNpegHusonoHa B/m,B/B -30 Mr-1 mn 30
3M000579 BeeneHue Mposepuna 1,0 30
OM000548 BeegeHune pactesopa PuHrepa p-p 400mn don 250
931056 BeegeHvneTpaHekcama B/B amn 50 mr/mn-5,0 mn 190
931260 BeegeHve TpaHekcama B/B 250 M. 183,17
9IM000662 BeegeHuve Ynetpakaud O-C p-p a/viH 40mr/mn+0,005 mr/mn 2,0 350
K931907 YTpoxectaH 200 Ne 14 kanc 576.,4
OM000665 BeeneHune PepunxekTt p-p B-B 50mr/mn 10 mn 6 000
OM000543 BeegeHve PepurxekT p-p B-8 50mr/mn 2mn 1300
3M000453 BeepneHne cdus pacteop 250,0 50
3M000582 Beenexue pakcunapuna 0,3 850




1000015 Beegenue Llepykan 2,0 32
3M000661 BeeneHwe LledpTprakcoH B/Mm -1,0 35
k93100256 BeepneHuve atamaunar 2,0 11
OM000668 BeeneHue stokcucknepon B/8 10 mr/mn.amn.2,0 800
OM000544 BeeaeHne Qydunnui 5,0 11
931084 A6aktan 5,0 avmn 121
901022 Axynan-Buokoaekc 2,0 253
931399 Anos 1,0 Ne10 129,8




931101 Annpasonam 1 Ta6 1mr 33
1000011 AnarnbruH 50% - 2,0 22
931043 Ackop6buHoBas kucnorta-Buan 1,0 2,88
931087 AtponuHa cynbdar 0,1% amn 1,0 22
1000019 BapanruH 5,0 73,08
931252 BUHT anactuyHbin 350cM ¢ 2-Ms1 Knuncamm 144,1
931398 mtokosa 40% - -10,0 Ne10 37,4
931066 [niokosa 5% - 200,0 47,6
1000016 mtoko3a 5% - 400,0 66
931067 niokosa 5% - 500,0 54,14
901024 [ekcanrvi amn 2mn 132
931382 NekcamertaszoH 0,004mn 1mn Ne 10 amn p-p 242
1000005 [ekcametasoH-Buan p-p a/viH. 4mr/1mn amn. 1mn Ne 25 14,3
1000012 Oumenpon 1% - 1,0 11
PM000342 Wrna ana acnvpauum donimkynos 3740
931207 WNdpumon p-p 10mr/mn don 100mn 165
931053 Kanusa xnopwug koHy, a/npvr p-pa 10,0 11
931227 Kanbuus rntokoHat 10% 10 mn 24,2
931224 KanoteH Ta6. 25mr (Kanotpun) 9,08
K931822 Katemkenb ¢ nuaokanHom renb 12,5 Ne1 275
901009 KOMNPECHOHHBIN BUHT 3M 300,3
1000025 Kpyxka Ocmapxa 205,4
931052 Naswkc p-p B/B amn 2,0 11
931384 Natpan 0,002/mn 2mn %5 amn p-p B/B B/M 310,2
931381 NupokavH 2% 2 mn Ne10 amn p-p a/vH 38,5
K931832 Marnus cynbdar p-p B/8 25% 5mr 66
901018 MeToknonpamug p-p Ans /8 u B/m Beeg 2,0 44
1000009 Metporun 100,0 33,54
1000006 MeTporun p-p B/B BBeg 5 mr/mn ¢on 100 Ne1 23,96
931383 MeTpoHugason p-p a/vHd 5 mr/mn 6yt 100 mn 1 (Kpacdapma r.KpacHosipck) 33
1000010 MopduH 1%-1,0 100
931289 Haponux 0,002/mn 100mn Ne5 nak p-p a/vH 852,5
931068 HaponuH p-p a/vH 7,5 mMr amn 418
901023 Ho-wna 2,0 33
931385 HosokauH p-p 0,25% ¢pn.200mn 38,5
931400 MNeHTokendunuu 20 mr/mn - 5,0 Ne10 48,4
931297 Mepekvick Bogopoaa 3% 200 112,2
1000013 Mepdanran 100,0 126,12
101030 Meccapuii aKyLLEepCKui 4 500
1000024 Mossiska 10*6 13,26
OM000651 MprMeHeHWe BUHT HecTepusibHbIN 5*10 50
9IM000650 Mpumerenne MogonupoH pactsop 1% - 50 mn 200
IM000652 MNprMeHeHne xnoprekcnamH p-p BogHbivi 0,05%- 100,00 50
AOM000653 MNprMeHeHne xnoprekcuauH p-p cnuptosoin 0,5% - 100,00 150
1000017 Mpo3epuH 1,0 26,19
931481 MpoTes sinyka 19 360
1000002 PuHrepa p-p 500 mn don Ne20 a/mHd 100
1000026 CandeTtku Luxas 60*90 23,9
1000027 Candetku mapnesble 16*14 Ne10 9,41
931345 CamopacLumpsitoascs ynioTHUTeNnbHas HocoBasi BKagka 1.900,8
1000021 CwcTema B/B Kar. 1,77
1000018 CynpacTtuH 1,0 37,33
901019 Taserun 2,0 amn p-p 7
K931823 TecT Ha onpepaeneHve 6epemeHHocT Ne 1 OBUTECT 132
1000020 Tpamagon 22
931296 XnoprekeuauH 0,5% 200 220
931291 Liedpasonut 1,0 Ne50 donak nop B/B B/M 70,4
1000008 LledbrpuakcoH 1,0 27,97
1000023 Lnpuy 2,0 3,28
1000022 LWnpuy 5,0 3,82
901034 Sydunnuu 5,0 11
A450615 Akuus! KomnnekcHbin Yekan "lNnaHnpoBaHne 6epeMeHHOCTM ANst XKeHLWNH"

(nporpamma) 21630
A450616 Akumsa! KomnnekcHbin yekan "lMnaHmpoBaHue 6epeMeHHOCT ANng napbl

(MyxymHa)"(nporpamMma) 8 400
M101101 KomnnekcHasi nporpamma "Bcé nog koHTponem" 6 600
1060103 KomnnekcHasi nporpammMa "3gopoBast koxa, Borochkl U HorTu'" 5 250




1060102 KomnnekcHas nporpammMa "3g0posas WwmTosuaka" 5400
060101 KomnnekcHas nporpamma "M36bITouHbIN BeC 1 anaber” 6 700
450611 KomnnekcHbii Yekan "YKeHckoe 3goposbe (40+neT)"(nporpamma) 32400
450612 KomnnekcHbii Yekan "XKeHckoe sgoposbe (go 40 net)"(nporpamma) 24 700
450613 KomnnekcHbii Yekan "Myxckoe 3noposbe (40+ neT)" (nporpamma) 31 700
450614 KomnnekcHbi yekan "Mysxckoe 3noposbe (a0 40 net)" (nporpamma) 26 600
450615 KomnnekcHbin yekan "lMnaHpoBaHne 6epeMeHHOCTM ANs XKEeHLWMH"

(nporpamma) 24 350
450616 KomnnekcHbin Yekan "MnaHnpoBaHme 6epeMeHHOCTM Ansa napbl (Myx4ymHa)"

(nporpamma) 9 500
450618 KomnnekcHbii Yyekan "CaxapHbiii avaber"(nporpamma) 9900
450630 KomnnekcHbIn yekan "Yponornyeckoe obcnegosaHme MyxyuH 40+ net"

(nporpamma) 16 700
450626 KomnnekcHbIn Yekan "Yponormyeckoe obcnegosaHne myxx4mH go 40 net”

(nporpamma) 14 600
450631 KomnnekcHbI Yekan « PenpoayKTvBHbIN NoTeHuman» 7 300
M450101 MpeponepaunoHHoe obcnegoBaHne (Manble onepauun) nporpaMmma 8 250

19/1 llpoyue KOHCynbMayuu cneyuaaucmoe
19/1/3 3ao4yHble KOHCYynbmMauyuu
19/1/2 MHeHue epay4a
100738 A13.29.009.022 OKCnepTHOE KOHCYNbTMpOBaHue

MHeHue Bpaya, cneumanucTa (nepBu4Hoe) 1 840
100739 A13.29.009.023 OKCnepTHOE KOHCYNLTMPOBaHMe

MHeHue Bpa4a, cneumanucta (NMoBTOPHOE 1 840
19/11 Ou4Hble KOHcynbmauyuu
100167 B01.029.001 Mpuem (0CMOTP, KOHCYNbTaums) Bpada-odTanbMonora nepBuYHbIN 2700
100168 B01.065.001 MNMpuem (0OCMOTP, KOHCYNbTaLMA) Bpada-crtoMaTosiora-repanesTa nepBuYHbIn 1 250
110240 A15.12.002.004 onacTuyeckas KOMMPeccus HMKHNMX KOHEYHOCTEN BUHTBI

npoTnBoambonuyeckme
110157 A11.12.003 BHyTpYBEHHOE BBEAEHME NIEKAPCTBEHHBIX NPenapaTos 550
110158 A11.12.003.001 HenpepbiBHOE BHYTPUBEHHOE BBEAEHME NEeKapCTBEHHbLIX Npenaparos 1 000
110159 A11.02.002 BHYTPUMBbILLEYHOE BBEIEHWNE NEKapCTBEHHbIX NpenapaTos 400
110210 Bbinucka 601bHUYHOrO nucTa 300
110160 |A11.12.009 B3atue KpoBm 13 nepudepuyeckoin BeHsbl 500
110145 OdopMreHne CrpaBoYHoON JOKYMEHTaLMN 6 850
110163 A11.01.002 MoOKoXHOE BBEEHNE NeKapCTBEHHbIX NpenapaTos 400
110164 A11.08.010.001 Mony4yeHne MasKkoB CO CIIN3NCTON 060MOYKM HOCOIOTKM 850
110213 A26.08.070 MmmyHOoxpomaTtorpaduyeckoe aKcrnpecc-uccriefoBaHne maska n3 3esa Ha

CTPENTOKOKKU rpynnbl A 1 300
100165 A16.01.004 Xupyprudeckast 06paboTka paHbl Unv UHOULIMPOBAHHOW TKaHM 750
OMO000578 JKcnpecc -TeCT Ans BbISBNEHWs: aHTUreHa kopoHosmpyca SARS-CoV-2 1300
110214 A26.08.072 MmmyHOoxpomaTtorpaduyeckoe aKcrpecc-mccriefoBaHne HoCOrnoTOMHOro

Ma3ska Ha Bupyc rpunna A 500

19/4
1"

1M1
11/1/3

Skcnpecc-mecmbl

Tepanus, kapduonoausi
KoHcynbmauyuu mepaneema
3ao4yHble KOHCYybmMauyuu

110170 B01.047.001.6 Mprem (ocMOoTp, KOHCYNbTaUmMs) -TepanesTa NepPBUYHbLIN
3aoyHaga KoHCynbTaums 2 550
110171 B01.047.002.4 Mprem (ocMoTp, KOHCYNbTaUmMs) -TepanesTa NOBTOPHbIN

3ao4yHasi KoHcynbTaums 2 550
11/1/2 MHeHue epaya

110104

B01.047.001

100823 B01.047.001.007 Mprem (oCcMOTp, KOHCYNbTaUumMs) -TepanesTa NEPBUYHbIN
MHeHuve Bpadva-TepanesTa 2 300
100824 B01.047.002.002 Mpuem (ocmMOTp, KOHCYNbTaUUs) -TepanesTa NOBTOPHbIN

MHeHne Bpava-TepaneBTa 2 300
1111 OyHble KOHCYynbMayuu

KOHch'IbTaLI,VIFI TepanesTa nepsnu4yHad

2 550

110107
11/2
11/2/3
11/2/2

11/2/1
110119

B01.047.002

B01.015.001

KoHcynbTauusa TepaneBTa NOBTOpPHas
KoHcynbmayuu mepaneema-kapouoJsioza

3ao4yHble KOHCYyIbMayuu

MHeHue epay4a

Ou4Hble KOHcynbmauyuu

[Mprem (0CMOTp, KOHCYNbTaUuMs) Bpaya-kapamorora nepBUYHbIv

2 550

2 550

110122

B01.015.002

MNprnem (ocMOTp, KOHCYNbTaLMSA) Bpadya-kapamonora noBTOPHbIN
Ycnyau mepanuu
®yHKYUOHaIbHasi dua2aHOCMuKa

2 550

110146 A05.10.008 XOnTepoBCKOE MOHUTOPVPOBAHNE CepaeYHOro pUuTma 2 500
110147 A02.12.002.001 CyTO4YHOE MOHUTOPVPOBaHWE apTepuanbHOro JaBneHus! 2 500
110150 A05.10.006.1 JKI ¢ paclundposKom 1350




18
18/1
18/1/3

18/1/2
18/11

18/2
180611

A11.04.004.019

Tpaemamonozausi, opmonedus
KoHcynbmauyuu mpasmamorsio2a
3aoyHble KOHCynbmMayuu
MHeHue spay4a

Ou4Hble KOHcYynbmayuu
Manunynsyuu

BHyTpucyctaBHOE BBeAEHME NEKAPCTBEHHbIX NPenapaTos
OJIEKCOTPOH dopte, 10 mr/mn, wnpuy, 3 mn

21600

180124

A11.04.005

INyHKUMA CMHOBMAaNbHOW CYMKK cycTaBa
y3u

Y3U e akywepcmee

2150

10
10/18
10/2
10/2/1
10/2/1/3

A070101 Axums ! Y3 manoro cpoka (go 11 Hegenb 6epeMeHHOCTH) 1700
070138 A04.30.001.003 Y3W 11-14 Hepgenb 6epeMeHHOCTH 4 100
070144 A04.30.001.005 Y3W 19-21Hegenn 6epemMeHHOoCTH 4 400
070150 A04.30.001.001.1  |Y3U akywepckoe 15 v Gonee Hepenb GepeMeHHOCTH 5500
070153 A04.30.001.001.2 | Y3W akyluepckoe 15 1 6onee Heaenb NPy MHOrONMoAHoN 6epeMeHHOCTM 6 200
070137 A04.30.001.001 Y3W go 11 Hegenb 6epeMeHHOCTH 2700
070176 A04.30.001.001.11 |Y3W nnoaa, MOHUTOPUHT 3300
070262 A04.30.001.009 YnbTpa3BykoBoe uccnegosaHve nroga

npu MHoronnogHon 6epemMeHHOCTN, MOHUTOPWHT 5700
070141 A04.30.001.004 Y3W npm cpoke 11-14 Heaenb Npu MHOTONIOAHOW GepeMEHHOCTU 4150
070147 A04.30.001.006 Y3 npu cpoke 19-21Henens Npu MHOrOMMOAHOM 6epeMeHHOCTH 5150
070111 A04.12.001.002 [ynnekcHoe ckaHVpoBaHWe apTepuii NoYeK 2750
070158 A04.30.009.1 3abop maTepuana (MHBasuBHas AMarHoCTvKa) 15 550
070196 3anuncb n306paXkeHus Ha 3NEeKTPOHHbI HOCUTENb 950
070128 A04.21.001.001 TpaHcpekTanbHoe Y3W npeacrarensHom xenesbl 2200
070113 A04.12.003 Y3 aopThl 1 ee BUCLieparbHbIX BETBE 2100
070109 A04.12.001 Y3 apTepuit BEpXHUX KOHEYHOCTEN 3450
070110 A04.12.001.001 Y3/ apTepuii HKHUX KOHEYHOCTEN 3850
070114 A04.12.005.003 Y3W 6paxmouedanbHbIx apTepum 3100
070121 A04.16.001 Y3 GptolHOM NONOCTH (NevYeHb, NOMAXKeNyao4YHas Kenesa, Xen4yHbli ny3sbipb,

ceneseHka) 2 800
070115 A04.12.002.003 Y3/ BEH BEPXHUX KOHEYHOCTEN 3100
070116 A04.12.002.002 Y3 BEH HWKHUX KOHEYHOCTEW 3300
070105 A04.06.002 Y3 numdaTtnyeckunx y3nos (ogHa aHaToMmyeckas 30Ha 1700
07/1/1 Y3U manozo masa
070124 A04.20.001.001 YnbTpasBykoBOE UCCNE0BaHWEe OpraHoB Maroro Tasa 2800
070226 A04.20.001.001.5 | YnbTpasBykOBOE UCCrEAOBaHNE OPraHOB Marioro Tasa Bpaydom

crneumanncTom 2400
070125 A04.20.001.001.1  |YnsrpassykoBoe WCCreaoBaHe OpraHoB Masoro Tasa BpadyoM-TMHEKOIOroM 2400
070126 A04.20.002 Y3M MOMOYHbIX Xenes 2400
070134 A04.28.002.003 Y3/ MOYEBOro ny3bips 1700
070135 A04.28.002.005 Y3WM Mo4eBoro nysbipsi C onpegeneHmemM ocTato4HON MoYK 1900
070101 A04.01.001 Y3WU MArkux TkaHemn 1700
070136 A04.28.003 Y3W opraHoB MOLLOHKM 2100
070118 A04.14.001 Y3 neyenu 1400
070107 A04.09.001 Y3W nneBpanbHoii NonocTy 1250
070120 A04.15.001 Y3W nogpkenyno4Hom xenesbl 1400
070133 A04.28.001 Y3 noyek 1 Hafno4YeYHNKOB 2 200
070127 A04.21.001 Y3W npeacTaTtensHom xenesbl 1700
070104 A04.06.001 Y3W ceneseHkn 1400
070108 A04.10.002 Y3U cepaua 3 350
070106 A04.07.002 Y3W cntoHHbIX Xkenes 1 800
070119 A04.14.002.001 Y3 dyHKUMOHANbHOE Xen4YHoro ny3blps (TpebyeT 6biTb CTPOro HaToLlak,

MUHUMYM 5-6 YacoB ronogaHus) 2 000
070131 A04.22.001 Y3 WnTOBMAHOM Xenesbl 2 200

Y3kue cneyuanucmabi
HonosnHeHus1 K OCHOBHOMY npuemy epayel

lNcuxonoa2uyeckoe KOHCYIbMupPoO8aHuUe
KoHcynbmayuu ncuxosnoza
3ao4yHble KOHCYynbmMauyuu

100205 B01.070.009.1 Mpuem (TecTMpoBaHme, KOHCYNbTaUns) MeQULMHCKOro NCMXorora NepBUYHbIN

3aoyHasa KoHcynbTaums 3150
100206 B01.070.010.1 Mpuem (TecTupoBaHune, KOHCYNbTaums) MeAMLMHCKOrO NCUX0Nora NOBTOPHbIN

3ao04Hasi KOHCcynbTaums 2 500

10/2/1/2 MHeHue epaya

10/2/1/1 OyHble KOHCynbmayuu

100103 B01.070.009 Mpuem (TeCTMpPOBaHWe, KOHCYNLTALMS) MEAULIMHCKOTO NCYUXOMora NepBUYHbINA 3150
100104 B01.070.010 Mpuem (TecTUpoBaHune, KOHCYMbTaLMs) MeAULMHCKOTO NCUX0ora NoBTOPHbIN 2 500




10/1
10/1/2
10/1/3
10/1/1
10/1/1/3

10/1/1/2

1011111
10/7
10/7/1

10/7/1/3
100270

10/7/1/1

B03.020.001.1

Ycnyau annepzosoea

ACHUT u annepaonpobbi
leHHO-UH)XeHepHasi mepanus
KoHcynbmauyuu annepzosoea
3aoyHble KOHCynbmMayuu
MHeHue spaya

OyHble KOHCynbmMauyuu
Ycnyau epaya JI®K
KoHcynbmauyuu epaya JI®K
3aoyHble KOHCynbmMayuu

Ycnyru no nevebHon uskynsType u CnopTUBHOM MeanuunHe. 3aodHas
KOHCYynbTauuns

Ou4Hble KoOHcynbmauyuu

2 500

10/4
10/4/1
10/4/1/3

100123 B03.020.001 Yenyr no neyebHom usKynsType 1 CnopTUBHOWM MeanLMHE 2 500
100469 B01.020.005 Mpuem (ocmoTp, KOHCYNbTauuda) Bpada no nevyebHom puskynsType
NOBTOPHbIN 2 500

Ycnyau eeHemuka
KoHcynbmayuu 2eHemuka
3aoyHble KOHCynbmMayuu

10/4/1/2

10/4/1/1
100117

B01.006.001

100178 B01.006.001.2 Mpuem (0CMOTP, KOHCYNbTaUNUS) -reHeTuKa NepBUYHbIN

3a04Has KOHCyNbTaums 2 500
100179 B01.006.002.2 [Mprem (oCcMOTp, KOHCYNbTaUKWS) -reHeTUKa NOBTOPHbLIN

3a04Has KoHcynbTayms 2 500

MHeHue epaya
OyHble KOHCynbmMayuu
[Mprem (0CMOTP, KOHCYNbTaumsl) Bpada-reHeTvka NepBuYHbIN

1950

100118
10/3
10/3/1
10/3/1/3
10/3/1/2

10/3/111
10/11
10/11/1
10/11/1/3

B01.006.002

IMpuem (ocMOTp, KOHCYNbTaUus) Bpada-reHeTuka NoBTOPHbLIN
Ycnyau uHghekyuoHucma

KoHcynbmauuu uHgekyuoHucma

3aoyHble KOHCynbmayuu

MHeHue spaya

OuyHble KoHcynbmayuu

Ycnyau mammoroza

KoHcynbmayuu mammorsnoza

3ao4YHble KOHCYynbmMauyuu

1650

10/11/2

100252 B01.027.001.004 Mprem (oCMOTp, KOHCYNbTaUMs) -OHKOSora NepBUYHbI

OHKOJS10r-MamMMOror, K.M.H./AoUeHT/BegyLumin cneumanunct, 3a04Has

KOHCynbTauus 2 500
100253 B01.027.002.004 Mprem (oCcMOTp, KOHCYNbTaUmMsl) -OHKOora NOBTOPHbIN

OHKOIOr-mMamMmoror, K.M.H./AoLUeHT/BegyLun cneumanmcT, 3aodHas

KOHcynbTaums 2 500
10/11/1/2 MHeHue epa4a
10/11/11 OyHble KOHCYynbMayuu
100148 B01.027.001.001 KoHcynbTaumsi oHkornora-mammornora (nepsuyHas) 1950
100250 B01.027.001.003 lMpuem (oCcMOTP, KOHCYNbTaUNUS) -OHKOMora NepBUYHbIV

OHKONOr-MamMOoror, K.M.H./goueHT/BeayLni cneunanuct 2 500
100149 B01.027.002.001 KoHcynbTtaums oHkonora-Mammoriora (noTopHas) 1650
100251 B01.027.002.003 Mpuem (ocmMOTp, KOHCYNbTaUUs) -OHKOMora NOBTOPHbIN

OHKOJ0r-MamMMorior, K.M.H./goueHT/BeayLmin cneynanuct 2 500

Manunynsyuu

10/11/3

100277 A11.20.010.1 B1oncus MOMOYHOW XKenesbl YPECKOXHas 3500
100151 A11.20.023 3abop oTaenseMoro u3 cocka Ans LUTONOrM4eckoro NCCrnefoBaHms 850
101279 A15.01.001.003 HanoxeHne noBA3KM NpU HapyLUeHUU LLeNTOCTHOCTU KOXHbIX MOKPOBOB

HanoxeHne noBasku npu onepauusix Ha MosioYHbIX Xenesax 1 500
100154 A11.20.010.003.001 |MMyHKUMSA KNCTbI MOMOYHOW Xenesbl nog KoHTpornem Y3U ana

LINTONOrM4YEeCKOro nccrnegoBaHns 9450
100160 A11.06.001.001 MyHKUMA NMMMdaTUYECKOro y3na nog KOHTPOSeM yrbsTpasByKOBOIMo

nccnegoBaHus 3500
100159 A11.30.024.001.001 | 9Bakyaumsa numdoLerne nocne onepawumi Ha MOMOYHOW Xenese nog

KOHTPOIEM YIbTPa3BYKOBOrO UCCrefoBaHNsA 3 500
100157 A16.20.032 CekToparbHas pe3ekumsi MOrNoYHom xernesbl (ogHo o6pa3oBaHue) 28 350
100153 A11.20.010.003 ToHKouronbHasa acnupaumoHHas NyHKUMOHHasa buoncusa obpasoBaHus

MOSOYHOM Xenesbl NoA KoHTponeM Y3U onga untonormyeckoro

nuccnegoBaHus 2 500
100152 A11.20.010 TpenaH-6rnoncusa obpaszoBaHMst MONOYHOW Xernesbl nog KoHTponem Y3U ans

rMCTONOrNM4YecKoro nccrnenoBaHma 7 700

Onepayuu

100882 A16.20.031 McceveHne HOBOOBPa30BaHUA MOMOYHO Xenesbl 10 000
100158 A16.20.032.012 PeseKLysi MONOYHOM enesbl 2 KaTeropusi CoXHOCTY 35000
100718 A16.20.032.013 PeseKLmsi MONOYHOM Kenesbl 3 KaTeropus COXHOCTY 45 000
10/10 Ycnyau Heeporsoza

10/10/1 KoHcynbmauyuu HeepoJsioea




10/10/1/3 3ao4yHble KOHCynbmMauyuu

10/10/1/2 MHeHue spaya
10/10/1/1 OyHble KOHCynbmMayuu
100133 B01.023.001 KoHcynbTaumsi HeBporora nepeuYHas
100135 B01.023.002 KoHcynbTaumsi HeBponora noBTopHas
10/10/2 MaHunynsyuu
10/6 Ycnyau peemamornoea
10/6/1 KoHcynbmauyuu peemamorsioza
10/6/1/3 3ao4yHble KOHCYynbMauyuu
100452 B01.040.001.001 [Mpuem (ocMoTp, KOHCYNbTaUmMs) -peBmMaTosniora NepBUYHbIN

3ao4Has KoHcynsTauns 2 300
100453 B01.040.002.001 Mprem (oCcMOTp, KOHCYNbTaUmMs) -peBMaTonora NOBTOPHbIN

3ao4yHasi KoHcynbsTaums 2 300
100849 B01.040.001.003 Mprem (oCcMOTp, KOHCYNbTaUmMsl) -peBMaTonora NepPBUYHLIN

MHeHuve Bpaya-peBmarosiora 2 300
100850 B01.040.002.003 [Mpuem (ocMoTp, KOHCYNbTaUMs) -peBMaTosnora NOBTOPHbIN

MHeHune Bpava-peBmarornora 2 300
10/6/1/1 Oy4Hble KOHCYynbMayuu
100121 B01.040.001 Mprem (0CMOTP, KOHCYNLTaLMs) Bpada-peBmMaTonora NepBnYHbIii 2 300
100122 B01.040.002 Mpuem (0OCMOTP, KOHCYMLTaLMs) Bpaya-peBMaTornora NoBTOPHbIN 2300

10/12/1 KoHcynbmauyuu xupypea
10/12/1/3 3aoyHble ycnyau
10/12/1/2 MHeHue epaya
10/12/1/1 Ou4Hble KOHcynbmauyuu
100161 B01.057.001 KoHcynbTtaums xvpypra (nepsuyHas) 2 500
100162 B01.057.002 KoHcynsTauust xupypra (noBTopHas 2 500
Ycnyau cmayuoHapa
09/1 Ycnyau 0HeeHO20 cmayuoHapa
090102 B02.057.001.002 Mpouenypbl CECTPUMHCKOrO yxoAa B yCNoBUAX CTaumoHapa
[MpebbiBaHMEe B nanate ctaunoHapa o 1 yaca 1 500
090106 B02.057.001.009 [Mpouenypbl CECTPUHCKOrO yxoda B YCroBUAX cTaumMoHapa
MpebbiBaHWe B nanate ctaumoHapa 40 12 4acoB C NUTaHWEM 10 000
090104 B02.057.001.004 [Mpouenypbl CECTPUHCKOrO yxoaa B YCroBUSAX cTaumMoHapa
[MpebbiBaHMe B nanaTte cTaumMoHapa o 4 4Yacos 5000
090108 B02.057.001.011 Mpouenypbl CECTPUHCKOrO yxoaa B YCroBUAX cTaumMoHapa
[MpebbiBaHe B nanarte ctaumoHapa 1 cyTkn 20 000

21 ®dnebonozus
211 KoHncynbmauuu ¢gpnebosioza
2111/3 3ao4Hble KOHCYIbMayuu
21/1/2 MHeHue spaya
2111 Ou4Hble KOHcYynbmayuu
100235 B01.043.001 Mpuem (ocMOoTp, KOHCYNbTaUmMs) Bpada-cepaeydHo-cocyamcToro xmpypra

NnepBUYHbIV 2 500
100236 B01.043.002 Mpuem (ocmoTp, KOHCYNbTaUus) Bpada-cepaeyHo-CoCyancToro xmpypra

NOBTOPHbIN 2 500
210104 A16.12.006.001.1  |BeHakTOMMS KOMBUHMPOBAHHASA 1 KaTEropum CrOXHOCTM 56 000
210105 A16.12.006.001.2  |BeHakTOMMSI KOMBUHUPOBAHHAS 2 KAaTEropun CroXHOCTM 68 400
210106 A16.12.006.001.3 | BeHakTOMUSA KOMBUHMPOBaHHAS 3 KAaTeropun CroXHOCTY 74 600
OM000638 KomnnekcHbii ocMoTp coriebonora+yY3M BeH 3500
210107 A16.12.012.1 KocmeTunyeckas MUHNNEGIKTOMUSA BONbLLON UM Manion NOAKOXHOW BEHbI,

1 cermeHT 18 650
210108 A16.12.012.2 KocmeTunyeckass MUHNNEGIKTOMUSA BONbLLON UM Manown NOAKOXHOW BEHbI,

2 cermMeHTa 24 900
210101 A16.12.014.002 KpoccakToMms 6OMbLLON U Marown NOAKOXHON BEHbI 31100
210109 A16.12.014.003 HagodacumwansHoe nuriposaHve nepdopaHTHbIX BeH (1-3 W) 12 450
9M000605 MyHKUMA KMCTbI Bekepa noa KOHTPONeM y3au 2 300
210102 A11.01.011.1 CknepoTepanusi BEeH HWXHUX KOHEYHOCTeN (6epo unu ronetsb), 1 Hora 16 500
210103 A11.01.011.2 CknepoTtepanusi BEH HKHUX KOHEYHOCTEN, OANH CErMEHT 5600
210110 A22.12.003.1 OHOoBEHO3Has nasepHasa obnutepaumst 60nbLLIOM NN Manon NOAKOXHON

BEHbI, 1 Kareropusi CrioXHOCTU 55 950
210111 A22.12.003.2 OHOoBeHO3Has nasepHasa obnuTepaums 60NbLLIO NN Manon NOAKOXHON

BEHbI, 2 KATeropus CrioXXHOCTU 68 400
210112 A22.12.003.3 OHOoBeHO3Hasa nasepHas obnuTepaumst 6oNbLIOW UM Manon NOAKOXHOW

BEHbI, 3 KATEropus CIIOKHOCTU 80 800
210113 A22.12.003.4 OHOoBEHO3Has nasepHasa obnuTepaumst 60NbLLIOM NN Manon NOAKOXHON

BEHbI, 4 KaTeropusi CrI0)KHOCTU 93 250

05 3KO
A05 Akyuu



05/1 MoHadomponuHbI

050160

B03.053.002.2

Cnepmorpamma gns BPT

050103 A11.01.002.3 FoHan-® (PonnutponuH anbga) 75 ME, Ne1 BBeeH e npenapara 1850
050101 A11.01.002.1 loHan-® (PonnutponuH anbga) wnpuu-pyyka 300 ME, Ne1 BBegeHue

npenaparta 8 100
050102 A11.01.002.2 lMoHan-® (PonnutponuH anbga) wnpuu-pyyka 450 ME, Ne1 BBegeHuve

npenaparta 12 800
050104 A11.01.002.4 MoHan-® (PonnutponuH anbga) wnpuu-pyydka 900 ME Ne1 BBegeHue

npenapara 23 900
050105 A11.01.002.5 OekanenTtun (Tpuntopenud) 0,1 Mr pacTBop, BBeAeHWe npenapara 750
050107 A11.01.002.6 OudpepenuH (Tpuntopenun) 0,1 mr Ne1 BBeaeHve npenapara 650
050108 A11.02.002.14 OundpepenuH (Tpuntopenun) 3,75 mr Ne1 BBefieHVe Npenapara 12 350
050140 A23.30.008.2 Knoctun6ernt (KnomudeHna umtpar) tabnetkn 50 mr Ne10 1400
050110 A11.20.024.1 BBeneHune nekapcTBeHHbIX NpenapaToB MHTpaBarnHanbHO

KpariHoH (IMporectepoH) 90 mr Ne1 4 000
050111 A11.02.002.2 MeHoroH (MeHotponuHbl) 75 ME Ne1 BBefeHve npenapara 2 600
050112 A11.02.002.15 Menonyp (MeHoTponuHbl) 75 ME Ne1 BBegeHue npenapara 3300
050115 A11.02.002.16 MepuodepT (MeHoTponuHbl) 75 ME, Ne1 BBeAieHVe npenapara 2 050
050309 A11.20.024.7 BBegeHne nekapCcTBeHHbIX NpenapaTtoB MHTpaBarMHanbHO

Mupaxans (MporectepoH) rens BarnH. 90mr/go3sa, Tyba 20r 500
050116 A11.01.002.9 OsuTpenb (XoproroHagoTponuH anbda) 250 mkr Ne1 BBeeHue npenapara 6 950
050117 A11.01.002.10 OpranytpaH (FaHupenukc) 0,25 mr, Ne1 BBefieHue npenapara 2100
050118 A11.01.002.11 Meprosepuc (PonnutponuH anbda+flytponun anbga) 150ME+75 ME, Ne1

BBeZEeHWe npenapaTta 6 250
050121 A11.01.002.12 MyperoH (py4ka-uHXeKTop) 1 600
050123 A11.01.002.14 MyperoH (PonnutponuH 6eta) 300 ME p-p, Ne1 BBeaeHve npenapara 12 800
050125 A11.01.002.16 lMoakoxxHOe BBeAEHWE NeKapCTBEHHbIX NpenapaToB

MyperoH (PonnutponuH 6eta) 600 ME 19 500
050124 A11.01.002.15 MyperoH (PonnutponuH 6eta) 900 ME p-p, Ne1 BBeaeHve npenapara 26 900
050133 A11.02.002.8 XopuoHuyecknin roHagoTponuH Yyenoseka 1000 ME Ne1 ¢n.eBegeHune

npenapaTa 640
050132 A11.02.002.7 XopuoHudeckumn roHagotponuH vyernoseka 500 ME Ne1 don.eBegeHve

npenaparta 100
050135 A11.02.002.10 XopuoHudeckumr roHagotponuH vyenoseka 5000 ME, Ne1 BeeaeHue

npenapara 3100
050145 A11.02.002.12 BHyTpuMbILLIEYHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos

XyMol” (MeHoTponuHbl) 75 ME Ne1 1600
050146 A11.02.002.13 XyMorl (MeHoTponuHbl) 150 ME Ne1 BBeaeHve npenaparta 2 400
050136 A11.01.002.22 LetpoTtua (Letpopenukc) 0.25 mr, Ne1 BBeaeHve npenapara 2250
050147 A11.01.014.2 HakoXHoe NnpuMeHeHNe NekapCTBEHHbIX NpenapaToB

OcTpoxenb (acTpaguona remurngpat) 0,6 mr 80 r donakoH ¢ nomnown-

po3satopom Ne1 3300
050149 Baszosas nporpamma KO 6e3 nepeHoca 123 550
BPT000351 KomnnekcHas nporpamma OKO ¢ goHopckumm BUTpUULNMPOBaAHHBIMU

oouuTamu 174 400
050156 KpuonepeHoc ambpuroHa (nporpamma) 48 000
050275 OTcpoyeHHoe matepuHcTeo /IMAKCUMYM/ 111 000
050276 OtcpoyeHHoe matepuHcTeo /OMTUMYM/ 104 800
050295 B03.053.002.5 Cnepmorpamma VccrnenosaHne nocTasKynATOPHOW MOUM 3000
050158 B03.053.002.1 MAR-TecT (onpegeneHne aHTUcnepmarbHbIX aHTUTen) 3 250
050162 A27.21.001 Onpepgenexve dparmenTaumv [HK cnepmaTtosonaos 11 300
050159 B03.053.002 Cnepmorpamma 2 400

050161 B03.053.002.3 TecT ¢ ruanypoHosow kucnoton (HBA TecT 7 800

05/4
05/4/1

TpaHcnopmupoeka 6uomamepuana
noy6 medukan

05/4/3
05/4/2

05/4/4
050313

TpaHcnopmuposka Kanyza
TpaHcnopmupoeka K[® Mockea
TpaHcnopmupoeka Tyna

A23.30.042.002.001 | CaHuTapHas aBakyaumsi Ha3eMHbIM TpaHcnopTom Tyna - MockBa-Tyna

HocTtaBka 6uomatepuana Tyna - Mockea-Tyna

050190 A23.30.042.002.25 |[JoctaBka 61onormyeckoro Marepmasna B npegenax ropoaa 2 300
050183 A23.30.042.002.18 | [loctaBka Guomatepuana Kanyra - Benropoa 22 000
K932060 HocTtaBka 6uomatepuana Kanyra - Mocksa-Kanyra 18 150
050185 A23.30.042.002.20 |[NocTaska 6uomartepuana Kanyra - O6HuHck-Kanyra 12 100
050186 A23.30.042.002.21 |OocTaska 6uomatepuana Kanyra - Mex3sa 26 600
9OM000628 HocTaeka 6uomartepuana Kanyra - CapatoB 35 000
050187 A23.30.042.002.22 |OocTaska 6uomatepuana Kanyra - Teepb 18 150
050188 A23.30.042.002.23 | NoctaBka Guomartepuana Kanyra - Tyna -Kanyra 12 100
050189 A23.30.042.002.24 | NocTaska Guomatepmana CaHkr MNetepbypr - Kanyra 29 700

22 600




050317

A23.30.042.00

CaHuTapHas aBakyauusi Ha3eMHbIM TpaHcnopToM Tyna - HuxHui Hosropog

31400

050331 A23.30.042.002.005 | CanntapHas aBakyauus HaseMHbIM TpaHcnoptom Tyna - CIB - Tyna 19 500
05/4/5 TpaHcnopmupoeska Y¢ha

050346 A23.30.042.002.006 | CaHuTapHas aBaKyaLms Ha3eMHbIM TPaHCNOPTOM

Yda-Mocksa 25 000
05/6 Ycnyau OMC
OMC000110 lMpenapambi
OMCO000628 BeegeHue roHagoTponvHa XopuoHm4eckoro nnod. -500meNe 501,5
OMCO000573 BeegeHne roHagoTponmHa xopuoHudeckoro nuod. -5000 ME -5,0 Ne5,0 548,4
OMC000112 Beepnexune Monall-® 900 ME nogkoxHo 15 600
OMCO000113 Beenexue MoHan-® 300 ME (MHbekuus) 5100
9OM000669 Beenexue MoHan-® 450 ME (MHbekuus) 7 800
OMCO000117 BeegeHve [ekanentuna 0,1 Mr/Mn NOAKOXHO 365,71
OMC000102 Beenexue OuddepenvHa 0,1mMr 349,79
OMCO000116 BeegeHve nddepennna nuod. a/npur.p-pa 3,75mr 5472,06
OMCO000109 BeegeHve Knoctunbernt ta6. 50 mr. Ne10 643
OMC000105 BeeaeHne MeHoroH 75ME 900
OMC000106 Beegexue MeHonyp (MeHoTponuH)75ME 1220
OMCO000583 BeeneHue Mepuodepta 75/75ME Ne 1 con+1c¢pon 1200
OMCO000101 BeegeHne OButpens (XopuoroHagoTponuH) 250Mmkr 4 960
OMC000585 Beenexue OpranyTpaH 0,25 1161,8
OMC000108 Besenexue Meprosepuca 150/75ME Ne 1 con+1don 3 264
OMC000114 BeeneHnue Mpumanyp 450ME 6 696,16
OMCO000115 BeegeHve Mpumanyp 900ME 12 936,07
OMCO000100 BeegeHuve MyperoH (PonnutponnH)300ME 4 950
OMC000111 BeeaeHve MyperoH (PonnutponuH)300ME P 4 950
OMC000104 BeefeHue YTpoxecTaH kanc. 200mr Ne14 400,72
OMCO000668 BeseneHne XyMol,nnod.a/npurot.,p-pa ansa s/m u n/k. -150ME JII" + 75 ME

eCr 1890
OMCO000667 Beenexue XyMol,nuod.a/npurot.,p-pa ans 8/m u n/k. -75ME + 75 ME 1150
OMCO000103 BeegeHve Lletpotnaa 1761,72
OMC 3M000485 BeegeHve OnoHsa 100 mkr p-p a/n/k seed. 0,5 Mn winpuy, 22 221
OMC000486 BeegeHve OnoHBa 150 mkr p-p a/n/k Beed. 0,5 Mn wnpwmy, 22 221
AH000344 BHyTpuBeHHasi aHecTteamns (4o 30 MUH) + KOHCynbTauusi aHectesvonora OMC 7 850
OKO000364 MKCK B OMC 23 000
K932904 KoHcynsTauus ruHekonora-penpogyktonora OMC ¢ dponnukynometpuei 1650
K932903 KpuokoHcepBauusi am6pnoHos OMC 13 450
K932151 Kpronpotokon ( paamoposka aM6proHoB u nepeHoc) KO OMC 23 656,55
K932152 Kpuonpotokon ( paamoposka amb6pnoHoB v nepeHoc) TO OMC 47 463,19
K932902 MepeHoc ambpuoHos OMC 13 800
K932900 TpaHcBarnHanbHasi nyHkumsi 6e3 aHecteaun OMC 18 400
K932901 Ambpuonormyeckuin atan OMC 34 500

05/5

05/5/1
05/5/1/3

Ycnyau penpodykmornoea
KoHcynbmayuu penpodykmorsnoza
3aoyHble KOHcynbmayuu

05/5/1/2

050277 B01.001.001.20 [Mprem (ocMOoTp, KOHCYNbTaUmMs) -akyLlepa-ruHekonora nepBuUYHbIN
rMHEKONOr-penpoayKTosor, 3a04Hasi KOHCYbTaLms 3100
050278 B01.001.002.21 Mprem (ocMOTp, KOHCYNbTaUKMs) -akyLLepa-rmHekosiora NOBTOPHbIV

rMHEKONOr-penpoayKTOsor, 3a04Hasi KOHCYbTaLms
MHeHue spaya

3100

05/5/1/1

100803 B01.001.001.006 [Mprem (ocMoTp, KOHCYNbTaUKMs) -akyLlepa-rmHekosniora nepBmMyHas
MHeHuve Bpaya ruHekonora-penpoaykronora 3100
100804 B01.001.002.002 lMpuem (ocmoTp, KOHCYNbTaUus) -akyLuepa-rmHeKkoriora noBTopHas

MHeHue Bpaya rmHekonora-penpoaykronora
OyHble KOHCynbmMayuu

3100

050191 B01.001.001.1 KoHcynbTaums rmHekonora-penpoayKTonora nepsmyHas 3100
050267 B01.001.001.18 Mpuem (ocmoTp, KOHCYNbTaUus) -akyLepa-rmHekonora nepsu4Has

rMMHEKONor-penpoayKTonor, 4.M.H./rmaBHbIN cneumanuct/pykoBoguTenbs

OoTAeneHus 3400
050265 B01.001.001.17 Mprem (ocMOoTp, KOHCYNbTaUmMs) -akyLlepa-rmHekosnora nepBmMyHas

rMHEKONOr-penpoayKTonor, K.M.H./4OLEHT/BEAYLNA cneunanuct 3400
050192 B01.001.002.1 KoHcynbTaums ruHekonora-penpoayKronora nosTopHas 3100
050268 B01.001.002.19 Mpuem (ocMOTp, KOHCYNbTauus) -akyLuepa-ruHeKkoriora noBTopHas

O.M.H./rnmaBHbIV cneumannct/pyKoBOANTENb OTAENEHNS 3400
050266 B01.001.002.18 [Mpuem (ocMOoTp, KOHCYNbTaUMs) -akyLlepa-ruHekonora NnoBTopHas

rMHEKONor-penpoayKTonor, K.M.H./AoOUeHT/Beaymi cneymannct 3400
050196 A11.20.034.1 BHyTpUMaTo4Has MHceMmHaLMs 34 650
050199 A11.20.030 MNepeHOC 3MBPUOHOB 31 000




050283 A11.20.030.1 MNepeHOC 3MBPUOHOB (B pamKax KpUonpoTokorna) 34 600

050198 A11.20.019 TpaHcBarnHanbHas nyHkumsi ponnvkynos (TBIM) 6e3 aHecTeann 30 400
070159 A04.20.003 donnukynomeTpus 1 500
05/5/3 PenpodykmueHbIii KOHCUIUyM
05/7 Ambpuonozus
050205 A11.30.010.6 Buoncus TpodoakToaepMbl (Kaxkaas nocneaytolas bnacroumcra) 11 800
050201 A11.30.010.2 Buoncus TpodoakTogepmbl 1 Gnactoumcra 35 000
050202 A11.30.010.3 Buoncus ambproHa

Buoncus TpodakTogepmsl 2-5 bnactounct 45 000
050206 A11.20.029 BcrniomoraTenbHbIf XEeTYUHT 15 600
050220 A11.20.032.1 [loHopckasi cnepma 13 kprmobaHka KnuHuky (1 1o3a) 22 750
050221 A11.20.032.2 [ OHOPCKMIA 0OLIMT U3 KpMoBaHKa KMMHUKK (1 oouuT) 33 000
050230 A11.20.032.5 KpviokoHcepBsaumsa oounTos 1-3 Wt 21500
050233 A11.20.032.8 KpuokoHcepsaumsa oouutos 10-12 wt 59 000
050234 A11.20.032.9 KpuokoHcepsaumsa oounTos 13 1 6onee wt 66 000
050231 A11.20.032.6 KpviokoHcepBauwmsa oounTos 4-6 wt 32 250
050232 A11.20.032.7 KpviokoHcepBaumsa oounTos 7-9 wt 40 150




050223 A11.20.032.3 KpuokoHcepBaumsi cnepmbl - 1-a fosa 15 850
050225 A11.20.031.1 KprokoHcepBaLyms aM6proHoB (1 HocuTenb) 18 900
050229 A11.20.031.5 KpviokoHcepBsauwmsa ambpuoHos (11 1 6onee HocuTenen) 66 000
050226 A11.20.031.2 KprokoHcepBaums aMBpUoHOB (2 HocuTens) 32000
050227 A11.20.031.3 KprokoHcepBaums aM6p1oHOB (3-4 HocuTenst) 40 150
050228 A11.20.031.4 KprokoHcepsaums aM6proHoB (5-10 Hocuteneit) 59 000
050216 A11.20.028 KynsTuBMpoBaHue aMGpYOHOB 49 600
050246 A11.20.027 OnnonoTeopeHne 28 250
050208 A11.30.012.4 OnnopoteopeHne metogom MKCU 1-2 ailuekneTok 33900
050209 A11.30.012.5 OnnopgoTeopenne metogom MKCU 3-5 aitueknetok 46 350
050210 A11.30.012.6 OnnopoteopeHne metogom MKCU 6-12 anueknetok 50 850
050212 A11.20.032.10 KpurokoHcepBauus rameT (ooumToB, crnepmaTo3ongos)

oTTamBaHue oouuTa, 1 HocUTenb 20 800
050214 A11.20.031.6 KpunokoHcepBauus am6prMoHOB

oTTamBaHue ambpuoHa, 1 HocuTenb 20 800
050215 A11.30.012.001 MNKCW (oT160p 3pernbix cnepmaTo3onaos Ans ucnons3osaHus 8 IKCN) 23 750
050213 A11.20.032.11 Pa3mopo3ka crepmbl 20 800
050247 A11.20.026.9 CBexuin OHOPCKUI ooumnT (9 1 Bonee, LieHa 3a Kaxkabin ) 33 900
050248 A11.20.026.8 CBeXuil JOHOPCKMA ooumT (0T 1 40 8, LieHa 3a Kakabin ) 37 300
050236 A11.20.031.7 XpaHeHune cnepmMbl, OOLIMTOB 1 3MBPUOHOB B KproxpaHunuuie 1 mecs 4 300
050237 A11.20.031.8 XpaHeHne crnepmMbl, OOLIMTOB 1 IMBPUOHOB B KproxpaHunuuie 12 mecaues 28 400
050299 A11.20.031.9 XpaHeHne cnepMbl, 0OLUTOB 1 AIMOPUOHOB B KPUOXpaHWUnvLLe 6 mecsues 15 800

06 OHAoKpuHoMO2UN
06/1 KoHcynbmayuu 3HOOKpuUHosi02a
06/1/3 3aoyHble KOHCynbmMayuu
060342 B01.058.001.12 [Mprem (ocMOoTp, KOHCYNbTaUKs) -3HO0KPUHOMOra NepBUYHbLIN

3ao4Has KoHcynsTauns 2 550
060343 B01.058.002.11 Mpuem (oCcMOTp, KOHCYNbTaUmMs) -3HOOKPUHOOra NOBTOPHbLIN

3ao4yHas KoHcynbTaums 2 550
100807 B01.058.001.001 Mprem (oCcMOoTp, KOHCYNbTaUmMsl) -3HOOKPUHOMOra NePBUYHbLIN

MHeHuve Bpayva-oHAOoKpuHosnora 2 550
100808 B01.058.002.001 Mpuem (0CMOTP, KOHCYNbTAUUA) -3HAOKPUHOMOra NOBTOPHbIV

MHeHWe Bpava-aHOoKpuHonora 2 550
100809 B01.058.001.002 Mpuem (oCcMOoTp, KOHCYNbTaUKs) -3HOOKPUHOMOra NepBUYHbLIN

MHeHWe Bpava-aHOoKpUHOMora, Begywero crneumanucra 3 000
100810 B01.058.002.002 Mprem (oCcMOTp, KOHCYNbTaUMs) -3HOOKPUHOOra NOBTOPHbLIN

MHeHWe Bpava-aHO4OoKpMHOMOra, BegyLwero cneumanucra 3 000
060212 B01.058.001 KoHcynbTaums 3HA0KPpUHOMora nepeuyHas 2 550
060229 B01.058.001.8 KoHcynbTaumsa aHAOKpMHoOora nepBmMyHas, K.M.H./AoueHT/BeayLmn

cneunanuct 3000
060221 B01.058.002 KoHcynbTaumsi 3HA0KPUMHOMOra NoBTOpHast 2 550
060230 B01.058.002.8 KoHcynbTaums aHAOKpMHONora NOBTOpHast, K.M.H./4oUeHT/BeayLni

cneunanuct 3000
06/5 KoHcynbmayuu 3HOOKpuHosio2a-duemousio2a
06/5/3 3ao4yHble KOHCYynbmMauyuu
06/5/2 MHeHue spaya
06/5/1 OyHble KOHCYynbMayuu
060339 B01.013.001 Mpuem (0OCMOTP, KOHCYMLTaLUWs) -AMETONora NepBUYHbIN 3000
060340 B01.013.002 Mpuem (0OCMOTP, KOHCYNbTaUWs) -AMeTonora NoBTOPHbI 3000
060386 A05.30.014 OnpegeneHne NPOLEHTHOrO COOTHOLLEHUS BOAbI, MbILLEYHOW U XXUPOBOW

TKaHM C NOMOLLbIO BuonmnegaHcmeTpa 1000
060363 A11.05.004.001 YcTaHOBKa CUCTEMbI ANTUTENbHOMO MOHUTOPUHIA FMOKO3bl KPOBU

Free style libra 2 7 150




F10000867

S Onepauug SIS
 Nipozparimbl weryue T

KomnnexcHuii npuers 3HA0KpUHONera + Y3U WM TOBMAHOM Weneast 4 000
OM000392 [TYHKLMA WUTOBMAHON Keneldsl C MCTONb30BAHNEM UINbl Ans Buoncun(6ea
NCCNEeAOBAHWA) NOA KOHMTPONEM Y3 4 000

Fnastbin Bpay OO0 "Knunmnka domura Tyna”

f/ PQ berancimi C.C.
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